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urogastrone genes, transduction, man 4788. : 
uvrD gene, regulation recA gene, gene fusion host systems, Escherichia coli 2507. 
/ vesicular stomatitis virus glycoproteins, cloning, cell surface BHK-21 cells 
6857. 
vicilin, legumin MRNA transcription rates, cotyledons, Pisum sativum 6447. 
vimentin, development, muscles, chickens 1534. 
viruses, transformed cells, adenovirus early region proteins 7508. 
vitellogenin genes, estrogens receptors role, Xenopus laevis 202. 
vitellogenin, microinjection, Xenopus laevis 3334. 
xanthine dehydrogenase genes, chromosomes localization effects on, Drosophila 
melanogaster 1173. 
xanthine phosphoribosyltransferase genes, deletion mutant detection, transformed 
cells, CHO cells 7167. 
xylose isomerase genes, Escherichia coli 4087. , 
xylose isomerase, xylulokinase genes, clones, Escherichia coli 1749. 
— Gene families, 
actin, gene expression relationship development, Strongylocentrotus purpuratus 
6471. 
albumin, vitellogenin, repeated sequence DNA, hybridization analysis, Xenopus 
laevis 1647. : 
chlorophyll a/b protein genes, nucleotide sequence, thylakoid membranes, Petunia 
1715 
chorion, hybridization analysis, Bombyx mori 995 
chorion, nucleotide sequence, structure, Bombyx mori, comparison Antheraea 
polyphemus 5956 
+-Crystallin, nucleotide sequence, cDNA, mice 7406 
globin, nucleotide sequence, man 357 
heat shock, nucleotide sequence, mice, comparison Drosophila, yeasts 4559 
immunoglobulins x-chain variable region, deletion, insertion effects on, 
hybridization analysis 3771. 
immunoglobulins variable region, heavy chains genes, nucleotide sequence 7291 
kallikrein enzymes, cloning, processing, nucleotide sequence, submaxillary gland, 
mice 7330. 
keratin genes, epidermis, man 1729 
mup gene, RNA biosynthesis, hormones regulation, liver, mice 2953 
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Oax gene, nucleotide sequence, restriction endonuclease m In 
regulation, Xenopus 3163 eae 
relationship, DNA repeated sequence, mitochondria, man 7262 
SNRNA U1 genes, repeated sequence, Xenopus laevis 7268 
snRNA U1, homogeneity, role gene amplification, gene conversion, man 441 
spermatozoa proteins, isolation, characterization, Csenorhebeitic elegans 4570 
f-tubulin genes, nucleotide sequence, man 3196 
yolk proteins, hybridization analysis, restriction endonuclease mapping 
Caenorhabditis elegans 7246 


Gene frequency, 


hybridization analysis, ribulosebisphosphate carboxylase genes, Rhodospirillum 
rubrum 2675. 

Predictions, immunoglobulins variable region, chain genes, nucleotide sequence, 
man 7285 

rRNA DNA, regulation, Drosophila melanogaster 4428 

role RNA biosynthesis gene regulation, Saccharomyces pombe 6111 


Gene fusion, 


cloning vectors construction, chloramphenicol acetyltransferase genes, insertion, 
gene expression, vaccinia virus host systems 2640 

cloning vectors, construction, use staphylococcus protein A genes 1255 

cloning vectors hybrids, lactose operon, reviews, Escherichia coli 3375. 

colicin A receptors binding fragments, B-1 lactamase N-terminus genes, 
Escherichia coli 6871. 

Escherichia coli 8-D-galactosidase lacZ gene, use gene expression analysis, 
Saccharomyces cerevisiae 1266 

exuR gene+-D-galactosidase genes, Escherichia coli 2607 

ext gene characterization, operators mutation, repressors titration, Escherichia 
coli 

gag gene, fos gene, gene products, antigenic characteristics, murine osteosarcoma 
virus 4387 

ee Hedlet translation, characterization gene products, Saccharomyces cerevisiae 

6-D-galactosidase genes, C-terminus, gene expression, cloning vectors 
construction, plasmids 2647. 

§-D-galactosidase hybrids, use phage Mu containing transposons 2652 

6-D-galactosidase lacZ gene, analysis gene regulation, Escherichia coli, 
Saccharomyces cerevisiae 1264 

-D-galactosidase lacZ gene, genetic engineering, Escherichia coli, antitumor 
agents screening 4021 

6-D-galactosidase lacZ gene, isolation, use phage \ derivatives 4749 

§-D-galactosidase lacZ gene, methodology 4751. 

B-D-galactosidase lacZ gene, phoM gene expression, gene regulation, 
Escherichia coli 4777. 

B-D-galactosidase, transfection, gene expression, gene regulation, 
Escherichia coli 1185. 

heat shock genes 5’-terminus, B-D-galactosidase, transformation, gene 
regulation 6867. 

histidine, 8-D-galactosidase genes, cloning vectors characterization, 
mutagenesis, Erwinia carotova carotova 4045 

host systems, uvrD gene, gene expression, regulation recA gene, Escherichia coli 
2507. 

lac gene, cloning vectors, phage Mu 4047. 

lactose operon, aroF gene, cloning vectors construction, cosmids 2634 

lactose operon, chloramphenicol antibiotic resistance, phage Mu cloning vectors, 
Escherichia coli tranduction 4750. 

lactose operon, trp operon, nucleotide sequence, termini, Escherichia coli 6021 

lactose promoter, tryptophan promoter, cloning vectors construction, use 
Escherichia coli host systems 2638. 

lacZ gene, B-D-galactosidase assays, gene regulation, virulence, phage Mu, 
Shigella flexneri 6769. 

a-mating factor + B-D-fructofuranosidase genes, 5’-terminus flanking 
regions role gene regulation, Saccharomyces cerevisiae 3946. 

metallothionein+thymidine kinase, microinjection, inheritance, gene expression 
mosaicism, mice 6157. 

nuclei proteins, MATa2 gene Escherichia coli, -D-galactosidase lacZ 
gene, localization, Saccharomyces cerevisiae 6211. 

phage Mu+€Escherichia coli lactose operon, gene expression analysis 1265 

phage P2 cloning vectors, Escherichia coli lactose operon gene expression, 
Rhizobium meliloti host systems 4747. 

plasmids, yeasts, cloning vectors, galactokinase genes transformation, 
Escherichia coli 2677. 

polyoma virus antigen t, vesicular stomatitis virus glycoproteins, transfection, 
gene expression, cell membranes, cell lines 6154. 

prokaryotes gene regulation, termination factors, Escherichia coli galactokinase 
genes 1877. 

promoters, plasmid pCED6 cloning vectors, Bacillus subtilis 3367. 

rats preproinsulin genes, Escherichia coli 8-D-galactosidase lacZ gene 563. 

regulation, role ornithine carbamoyltransferase arg3 gene promoters, 

accharomyces cerevisiae 1872. ‘ 
regulation sn-glycerol-3-phosphate dehydrogenase (NAD(P) ~) gipA operon, 
scherichia coli 2496. 

tRNA Pro genes, poly(dC-dA)-(dT-dG), microinjection, gene expression, 
Caenorhabditis elegans 7596. 

Saccharomyces cerevisiae promoters+ Escherichia coli 8-D-galactosidase lacZ 
gene, analysis gene regulation 1267. 

Saccharomyces cerevisiae promoters, regulation thymidine kinase gene expression, 
herpes simplex virus 3957. 

strains, Salmonella typhimurium, gene regulation glutamine synthetase genes 
transcription 2503. 

transformation proteins early region genes, adenovirus (human) 2 transfection 
Escherichia coli 1898. 

transposon Ty1+8-D-galactosidase genes, gene expression, Saccharomyces 
cerevisiae 2686. 

use lac gene+argF gene mutation, linkage transposon Tn10, transduction, 
conjugation, Escherichia coli 4055. 

use ompA gene, transformation, gene expression, Escherichia coli 1270 

use, replication initation factors isolation, R factor R6K 3274. 


Gene libraries, 


B-actin genes, cDNA nucleotide sequence, cytoplasm, chickens 1740 

adenosine deaminase genes, nucleotide sequence, use MRNA probes, lymphoblasts 
man 2620 

brain, myelin basic protein genes, cDNA nucleotide sequence, hybridization 
analysis, mice 999 

centromeres DNA, isolation methodology, transformation, Saccharomyces cerevisiae 
1198 
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Gene libraries, (continued) 
chickens oviduct, construction, use SV40 promoters containing cloning vectors 
553 
cloning vectors cosmids, construction, Pseudomonas, Thiobacillus host systems 
2639 
construction, a-D-glucosidase genes, monkeys 2691 
construction, CDNA, actin mRNA translation, Plasmodium falciparum 4322 
construction, nitrogenase genes isolation, transduction, Azotobacter vinelandii 
2538 
construction, pseudobactin biosynthesis genes, Pseudomonas 1886 
construction, use cosmids, Oryza 1595 
cytochrome c genes, isolation, cDNA nucleotide sequence, chickens 1703. 
DNA isolation methodology, use Alu family repeated sequence, plasmids, 
transformation 1208. 
cDNA, construction, methodology 2599 
c-erb gene, hybridization analysis avian erythroblastosis virus v-erbA gene, 
v-erbB gene, man 1722. 
fibrinogen a-chain, y-chain genes, hybridization analysis, liver, man 
385 
gastrin genes, cDNA nucleotide sequence, restriction endonuclease mapping, liver, 
man 1032. 
«-D-glucosidase genes, cloning, testes, monkeys 3341 
histocompatibility locus H-2 D region, cDNA nuclectide sequence, mice 283. 
histocompatibility locus HLA DR region heavy chains genes, restriction 
endonuclease mapping, cDNA, nucleotide sequence, liver, man 1721 
histone H2A, histone H2B, histone H3, histone H4 genes, cDNA nucleotide sequence, 
man 383 
man, retrovirus, hybridization analysis 1723. 
nitrogen fixation nif gene, cloning, Azotobacter chroococcum 2510 
pituitary, glycoprotein hormones a-subunit genes, cDNA nucleotide sequence, 
cattle, comparison man 379. 
repeated sequence DNA, deoxyribonuclease sensitivity, chickens 1708 
repeated sequence satellite DNA, construction, nucleotide sequence, hybridization 
analysis, Mus musculus 329 
restriction endonuclease mapping, a-interferon, IFN-a gene, placenta, man 
5293. 
tRNA genes, restriction endonuclease mapping, Plasmodium falciparum 1686 
snRNA, scRNA isolation, characterization, man 5018. 
tRNA genes clusters, hybridization analysis, CDNA nucleotide sequence, HeLa cells 
cell-free systems transcription, rats 1711. 
trnB operon promoters, DNA nucleotide sequence, Bacillus subtilis 286. 
screening, use oligodeoxyribonucleotides, computer programs 3582. 
Gene localization, 
myc gene gene amplification, neuroblastoma cells, man 1033. 
Gene manipulation, 
catabolism pathways, host systems, Pseudomonas 6147. 
gene expression, books 4200. 
genetic engineering, books 7699. 
Gene mapping, 
ADE1 gene, chromosome 1, Saccharomyces cerevisiae 6128. 
adenosine deaminase ADA gene, isolation cDNA, hybridization analysis, chromosome 
20, man 5921. 
potopacie an tumefaciens Ti plasmid, crown gall, Nicotiana tabacum 5184. 
alkaline phosphatase Pho A gene, transformation, Bacillus licheniformis 4697. 
6-aminohexanoate-cyclic-dimer hydrolase nylA gene, hybridization analysis, 
plasmid pOAD2, Flavobacterium 3783. 
a-amylase genes, plasmids, Bacillus stearothermophilus 1279. 
antibiotic resistance, R factor RUT41, Zymomonas mobilis 1757. 
antigen K1 genes: plasmid pSR23, Escherichia coli 2360. 
3B locus, 3C locus, X chromosome, Drosophila 5302. 
brain genes: nucleotide sequence, reviews 4205. 
capsid protein genes, phage T4 4383. 
capsids DNA-binding protein, purification, herpes simplex virus 4177. 
cell fusion genes, nucleotide sequence, herpes simplex virus 1 3141. 
cell-free system translation, araujia mosaic virus 4413. 
chlorophyll a protein, chloroplasts, Pisum sativum, use Escherichia coli 
cell-free system translation 4412. 
chloroplasts DNA, Vicia faba 6573. 
Y chromosome nucleotide sequence, X chromosome, Y chromosome, man 6673. 
collagen type | COL1A1 gene, hybridization analysis, chromosome 17, man 7264. 
copy number control mutants, phage P1 4561. 
crown gall association, Ti plasmid site-directed mutagenesis, Agrobacterium 
tumefaciens 2624. 
deoP3 promoter deo operon, Escherichia coli 6675. 
DNA, chloroplasts, Hordeum vulgare 3191. 
DNA immobilization, hybridization analysis, chromosomes, flow cytometry, hamsters 
7352. 
DNA polymerase dnaE gene, Escherichia coli 4108. 
ONA polymerase III t-subunit dnaX gene, y-subunit dnaz gene, Escherichia 
coli 5925. 
DNA probes, hybridization analysis, methodology, man 5985. 
ONA repeated sequence, hybridization analysis, somatic cells hybrids 3184. 
DNA, reverse transcription sites, duck hepatitis B virus 4515. 
DNA topoisomerase | mutants, DNA gyrase genes, Escherichia coli 345. 
dnaQ gene, ribonuclease H rnh gene promoters, Escherichia coli 5173. 
ecdysteroid regulation genes, hybridization analysis, Drosophila 
melanogaster 7149. 
elastase genes, gene mapping, Pseudomonas aeruginosa 299. 
encapsidation, herpes simplex virus 1 1678. 
endodeoxyribonuclease sites, use electron microscopy, Escherichia coli 5235. 
v-erbB gene, avian erythroblastosis virus 987. 
esterases genes, chromosome 2, Drosophila virilis 3391. 
esterases genes, gene expression, Drosophila virilis 3391. 
eye development genes, hybridization analysis, chromosome 3, Drosophila 7216. 
fatty-acid synthetase genes, transduction, Biceiesnices cerevisiae 4688. 
frameshift mutant suppressors genes, Saccharomyces cerevisiae 1009. 
6-D-galactosidase lacZ gene, hsp70, microinjection, Drosophila 3390. 
gene amplification, CAD gene, hamsters cell lines 977. 
L gene nucleotide sequence, vesicular stomatitis virus 4350. 
gene products, cell-free system translation, genomes, bluetongue virus 4419. 
gene products, utilization sites, phage \ 5894. 
gene 27, phage SPO1 291. 
genes, 5'-terminus, tubulin genes, Chlamydomonas reinhardtii 5172. 
genomes, papilloma virus (avian) 6601. 
B-globin genes, nuclei matrix, erythrocytes, chickens 3177. 
a-globin genes, nucleotide sequence, pigeons 5222. 
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glycerol kinase gipK gene, cloning vectors characterization, phage \ 2654. 1 

glycine hydroxymethyltransferase glyA gene, transformation, Salmonella 
typhimurium 3315. 

glycoproteins genes, rotavirus (simian) SA11 7090 i 

glycoproteins, hybridization analysis, Epstein-Barr virus 1777. 

c-Ha-ras1 gene, insulin, $-globin genes, chromosome 11, man 1732 i 

hisD gene. hisG gene, use transposon Tn5 mutagenesis, Klebsiella pneumoniae 52 7) 

histidine utilization hut genes, Enterobacter aerogenes 5249. | 

histocompatibility locus H-2 D region, mice 6650. | 

histocompatibility locus H-2 I-A region, use cDNA probes, mice 5165 | 

histocompatibility locus HLA B-chains, hybridization analysis, | 
characterization, man 1061 | 

histone H2A, histone H2B, histone H4 genes, Oryza 407. | 

host range regions, murine leukemia virus 5232 | 

hybridization analysis, plasmid pANL, Anacystis nidulans 2373 

induction susceptibility, nucleotide sequence, use glucocorticoids 3847. 

a-interferon genes, chromosome 4, mice 5213. a 

interleukin 2 genes, hybridization analysis, chromosome 4, man, chromosome 4, 
cats 4485. 

lysophospholipase genes, Escherichia coli 3065. | 

megacin A, megacin immunity genes, plasmid pBM309, Bacillus megaterium 257'| 

mercury resistance genes, R factor R100 2382. | 

methodology, actin genes, use plasmid 24, chromosome 6, Saccharomyces | 
cerevisiae 4552. 

mobilization bom region, nucleotide sequence, Clo DF13, Escherichia coli 5223. | 

mutation, restriction enconuclease mapping, phage Hplcl 1074. 

myosin light chains genes, Drosophila melanogaster, comparison chickens 4489 

nahA gene, hybridization analysis, electron microscopy, plasmid NAH7, plasmid 
SAL1 3778. 

nitrogen fixation nif gene, Klebsiella pneumoniae 2545 

nitrogen fixation nif genes, nitrogen-fixing bacteria 2627 

nitrogen fixation nifK gene, nifD gene, nifH gene, Rhizobium meliloti 3941. 

nodulation nod gene, gene expression, site-directed mutagenesis, cell-free 
translation systems, Rhizobium meliloti 7270. 

Notchlocus, Drosophila melanogaster 1052. 

oligomycin antibiotic resistance oli2 gene, flanking regions, nucleotide 
sequence, Saccharomyces cerevisiae 3170. 

phage T7 350. 

photosynthesis, transformation, Rhodopseudomonas 3976. 

pili genes, Escherichia coli 5248. 

plasmid pSAS1206, use cloning vectors, Escherichia coli 5474. 

plasmid pTA4001, Streptomyces lavendulae 4506. 

plasmid pVS1, Pseudomonas 7274. 

proline proA gene, hypoxanthine phosphoribosyltransferase gpt gene, ataA gene, || 
newD gene, Salmonella typhimurium 2361 

promoters regions association long terminal repeat, neomycin genes, avian sarco! 
virus 334 

promoters, tyrT gene, Escherichia coli 330. 

C-protein, cDNA nucleotide sequence, chromosome 1, liver, man 4500. 

proteins, F factors, Escherichia coli 5202. 

A-pyrroline-5-carboxylate dehydrogenase genes, hybridization analysis, 
Saccharomyces cerevisiae 288. 

rabbits immunoglobulin G heavy chains constant region genes 5168. 

radiation rad50 gene, transformation, Saccharomyces cerevisiae 3174. 

rbs operon, Escherichia coli 3945. 

recA protein mutation, escherichia coli 5263. 

regulatory genes, glucose-6-phosphate dehydrogenase, phosphogluconate 
dehydrogenase, chromosome 3, larvae, Drosophila melanogaster 2490. 

relationship gene expression, reviews, Mammalia 7005. 

repeated sequence, sheep 3161. 

repeated sequence transposons, long termina! repeat, mice, Drosophila 
melanogaster 360. 

replication genes, colicin A iaa gene, restriction endonuclease mapping, plasmid 
ColA-CA31 5230. 

replication origin, F factors, electron microscopy 3824. 

reviews, phage P1 7001. 

ribosomal protein L20 rpIT gene, Escherichia coli 5191. 

Sst tgs protein L27, ribosomal protein S9, ribosomal protein S11 gene mappini 

ribulosebisphosphate carboxylase, nitrogenase genes, hybridization analysis, 
Rhodopseudomonas sphaeroides, Klebsiella pneumoniae 2568. 

ribulosebisphosphate carboxylase small subunit genes, Anacystis nidulans 328. 

RNA, deletion, electron microscopy, man 5947. 

RNA ponmerases ribosomal proteins genes, Enterobacteriaceae 5972. 

RNA 35S, cauliflower mosaic virus 1506 

rRNA biosynthesis, cleavage sites, rats 5955. 

tRNA genes, mitochondria DNA, Allomyces macrogynus 1002. 

rRNA, hybridization analysis, Ascaris lumbricoides 3083. 

tRNA, chloroplasts, reviews, Zea mays, Euglena, Cyanophora, Leguminosae 49077) 

tRNA genes, nucleotide sequence, chloroplasts, Nicotiana tabacum 7245. 

tRNA genes, nucleotide sequence, rats 7382. | 

tRNA Leu genes, nucleotide sequence, qu gene association, Neurospora crassa 7308 

tRNA levels, nucleotide sequence, chloroplasts, Vicia faba 7233. ! 

Rz gene, phage d 5901. | 

structural proteins genes, Vaccinia virus 1774. 

subtilisin genes, Bacillus subtilis 3782. 

subtilisin sprE gene promoters, Bacillus subtilis 5178. | 

temperature-sensitive mutant, cold tolerance recombinants, gene expression, role | 
host systems, influenza A virus 3627. 

temperature-sensitive mutant, insertion sequence 1, association rho gene, 
Escherichia coli 5179. 

thalassemia genes, reviews man 2101. 

thermal stability mapping, double-stranded DNA, viruses 7455. 

threonine dehydratase ilv1 gene, Saccharomyces cerevisiae 3030. 

thyP3 gene, transduction, host systems Bacillus subtilis 2533. | 

TK locus, GALK locus, ACP1 locus, ADA locus, ITPA locus, CHO cells 1733 | 

transposon Tn1 induction mutation, genomes, phage P1 3998. 

transposon Tn233 (CH), Shigella flexneri 7315. 

tyrP promoter, mutants, Escherichia coli 7360. 

nye agi al eo ¢ reductase genes, iron-sulfur proteins, core Il, yeasts 

uracil-DNA glycosylase genes, transduction, Escherichia coli 4786 

urinary bladder carcinoma oncogenes, chromosome 11, man 1645. 

use gene transfer, R factor R68.45, Pseudomonas 529. 

use nucleotide sequence, mathematical models 3045. 
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VPg gene, use VPg gene proteins amino acid sequence, cowpea mosaic virus 6408 

xanthine dehydrogenase rosy locus, acetyicholinesterase Ace locus, repeated 
sequence DNA, chromosome 3, Drosophila melanogaster 3775. 

xylose isomerase genes, transformation, Escherichia coli 4706. 

yeasts autonomously replicating sequence DNA nucleotide sequence, chloroplasts, 
Chlamydomonas reinhardtii 3100. 

zein pML1 gene, promoters, Zea mays 3169. 

Gene products, 

epee E mRNA, purification, processing, cell-free system, liver, rats 


araC gene proteins binding sites, localization, effects on pBAD promoters 
function, Escherichia coli 2377. 

association phage T3 infection Escherichia coli F factor 4599. 

CDC8gene proteins, nucleotide sequence, hybridization analysis, Saccharomyces 
cerevisiae 3208. 

characterization, dnaZ locus, dnaX locus restriction endonuclease mapping, 
transformation, Escherichia coli 2375. 

cya gene, purification, adenylate cyclase activity, amino acid sequence, genes, 
Escherichia coli 5102. 

dna A gene, heat inactivation effects on RNA | promoter, RNA II promoter, ColE1 
DNA biosynthesis, Escherichia coli 5404. 

DNA injection, tails assembly, phage 4, reviews 3893. 

seh cene, mutation, effects on, tryptophan operons, expression, Escherichia coli 

ana Agene; purification, binding replication, DNA biosynthesis, Escherichia coli 


dnaA gene, role DNA biosynthesis, Escherichia coli 3252 

dnaB gene, levels effects on DNA biosynthesis, phage \ 2535. 

dnak gene, role DNA biosynthesis, Escherichia coli 5337. 

pany (bie role adeno-associated virus helper viruses activity, Vero cells 


early region 1A gene, regulation transcription, adenovirus (human) 5, 
microinjection Xenopus laevis oocytes 1152. 

env gene, relationship leukemogenicity, spleen focus-forming virus 6608. 

fip gene, characterization, flp gene recombination, Saccharomyces cerevisiae, 

scherichia coli host systems 6868. 

gag gene fos gene gene fusion, antigenic characteristics, murine. osteosarcoma 
virus 4387. 

pe preseck bx D-ceseomaase, repression gal operon, Escherichia coli 


gene A, plasmids use, replication origin, initiation, nucleotide sequence, phage 
®X174 7304. 
A gene, DNA recognition, role initiation, termination DNA biosynthesis, phage 
X174 475. 
gene mapping, cell-free system translation, genomes, bluetongue virus 4419. 
gene, P gene replication initiation proteins, role DNA biosynthesis, phage 
d 439. 
Q gene, utilization sites, gene mapping, phage A 5894. 
gene 10, rotavirus (simian) SA11 292. 
gene 32 protein binding DNA, tryptophan, cysteine residues role, C.D., 
fluorescence, phage T4 3492. 
gene 32 protein binding polynucleotides, tryptophan residues role, U.V. 
spectroscopy, phage 14 3490. 
gene 32 protein, ag sel residues, trichloroethanol chemical modification, 
role, binding DNA, phage T4 3491. 
gene 32 proteins, phage 14, binding clastogenesis DNA, spectrofluorometry 2078. 
gene 4, gene 10, gene 26, stabilization phage P22 DNA, capsids 6699. 
gene 5, single-stranded DNA complex, characterization, phage f1 4183. 
gene 5, single-stranded DNA complex, role assembly, phage f1 4184. 
glycoprotein B, DNA-binding protein genes, herpes simplex virus 1 2249. 
ee operon regulons, transformation, gene expression, Escherichia coli 4675. 
eat shock genes, isotypes, gene regulation, L cells 6112. 
hepatitis B surface antigen+ B-D-galactosidase genes, transformation, gene 
expression, Escherichia coli 2687. 
histocompatibility locus H-2, mice 191. 
htpR gene, heat shock promoters RNA biosynthesis, Escherichia coli 7530. 
identification, cloning, cell-free system, Escherichia coli 3695. 
int gene mutation, binding attachment sites, recombination, phage 5589. 
lysR gene proteins, role, diaminopimelate decarboxylase gene regulation, 
Escherichia coli 1174. 
maltose-binding protein malE gene signal peptides deletion mutant, suppressor 
mutant, Escherichia coli 5695. 4 
motA gene. nucleotide sequence, amino acid sequence predictions, Escherichia coli 


nif A gene, gene regulation nitrogen fixation nif gene, Azospirillum brasilense 
6778. 

nifA gene proteins, control nitrogen fixation regulon, Klebsiella pneumoniae 
1168. 

nit-2 gene, nuc-1 gene, regulation ribonuclease activity, Neurospora crassa 2699. 

ntr gene, gene regulation nitrogen fixation nif gene, Azospirillum brasilense 
6778. . 

ntr gene, role, ee fixation nif gene, gene regulation, Klebsiella 
pneumoniae 2509. ‘ 

ntrA gene proteins, control nitrogen fixation regulon, Klebsiella pneumoniae 
1168. 

ntrC gone proteins, control nitrogen fixation regulon, Klebsiella pneumoniae 
1168. 


overlaid genes, herpes simplex virus 1 3162. 

pifC gene, role, gene regulation, F factor 487. _ 

psbA gene, protein biosynthesis, Euglena gracilis 6497. ’ : 

rec Be ene, role recombination pathway, phage transduction Escherichia 
coli 2542. 

recC gene, gene amplification, purification, electrophoresis, Escherichia coli 
6141 

recN gene, role double-stranded DNA repair, Escherichia coli 5358. 

regA gene, characterization, phage 14 7314 

rep101 gene, role copy number control, DNA biosynthesis, plasmid pSC101, plasmid 
pHS1 6695. 

RNA nucleotide sequence, foot-and-mouth disease virus 2920. 

RNA translation, cytoplasmic polyhedrosis virus 7465. 

role F factors copy number control, Escherichia coli 6772. 

role RNA biosynthesis gene regulation, Saccharomyces pombe 6111. 

Rous sarcoma virus, phosphorylation proteins association ribonucleoproteins, 
chick embryos transformed cells 2006. 

sporulation spoO gene, role development regulation, Bacillus subtilis 3276 
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c-src gene, expression, relationship cell proliferation, chick embryos 7156 

v-sic gene, microinjection, ribosomal protein S6 phosphorylation, progesterone, 
meiosis, oocytes, Xenopus 6937. 

structure, colicin A, col A gene, nucleotide sequence 1638 

Sul genes localization, SOS repair induction, cell division, Escherichia coli 

tms gene, nucleotide sequence, Ti plasmid, Agrobacterium tumefaciens 5201 

transformation, reviews, adenovirus (human) 4217 

tphigens, interaction promoters trp operon, Escherichia coli 5426 

umuC gene, role DNA repair phage M13, Escherichia coli 6061 


Gene regulation, 


acetylcholine receptors, cloning, reviews 7007 

albumin, a-fetoprotein gene expression, development, rats 7503 

amino acids biosynthesis, microorganisms, books 2783 

amino acids biosynthesis operons, attenuation, reviews, prokaryotes 7012 

antibiotic resistance ermC gene, ermD gene, role protein biosynthesis, ribosomes, 
Staphylococcus aureus, Bacillus licheniformis 4662 

antibiotic resistance, methylation adenine rRNA 23S, bacteria 7524 

antibiotics biosynthesis, microorganisms, books 2784 

antibodies antigenic determinants, reviews 1412. 

arguocus, association guanosine-3'-diphosphate-5 -diphosphate, Escherichia coli 

association helper viruses, reviews, adenovirus 4216 

association intercistronic region deoA gene, deoC gene, nucleotide sequence, 
Escherichia coli 5283 

attenuation, phenylalany!l-tRNA synthetase pheS,T operon, Escherichia coli 5418 

atenuaton: $10 operon ribosomal proteins RNA biosynthesis, Escherichia coli 

bacteria, books 7700. 

books 699. 

68C locus, polytene chromosomes, larvae, Drosophila melanogaster 1059 

calmodulin cCCM1 gene, nucleotide sequence, chickens 7499 

capsules polysaccharides biosynthesis genes, lon locus, Escherichia coli 7527 

carbamoyl-phosphate synthetase (ammonia), ornithine carbamoyltransferase, 
argininosuccinate synthetase, argininosuccinate lyase, arginase, liver cell 
lines, mammals 1158. 

cell cycle, SV40 RNA biosynthesis, transformed cells, mice 7505 

cell surface glycoproteins, gene expression, repression, transformation, 
Trypanosoma brucei 2529 

chemotaxis methylation genes, flagella flaE gene, flaY gene, Caulobacter 
crescentus 6764. 

chemotaxis, role membrane proteins, reviews, Escherichia coli 7020. 

chloramphenicol acetyltransferase cat gene, ribosomes binding nucleotide 
sequence, Staphylococcus aureus, Bacillus pumilus 6775. 

chloramphenicol acetyltransferase cat-66 gene, Bacillus pumilus 3949 

chloramphenicol acetyltransferase genes, post-transcription, chloramphenicol, 
Bacillus subtilis 2506. 

orn proteins, transcription coupling translation, development, Bombyx mori 
1160. 

cll gene, phage A 6100. 

cll gene, promoters, transcription, translation, phage A 2523. 

Clo DF13 plasmids 1698. 

cloning, books 2792. 

coat protein RNA biosynthesis, satellite tobacco necrosis virus 6767 

computer programs, phage A 3264. 

conjugation, tetracycline antibiotic resistance, site-directed mutagenesis, use 
transposon Tn7, R factor R27 6789. 

cytochrome P-450 gene expression, Saccharomyces cerevisiae 2525. 

cytosine demethylation effects on, DNA, models, reviews 23. 

development, role Ti plasmid, transformed cells, plants 2493. 

development, Vertebrata, books 7696. 

diaminopimelate decarboxylase, role lysR gene proteins, Escherichia coli 1174. 

DNA inversion, evolutionary genetics, prokaryotes, reviews 4920. 

DNA methylation, carcinogenesis, inheritance, reviews 6524. 

DNA methylation, X chromosome, man 493. 

DONA repeated sequence methylation, embryogenesis, mice 7501. 

DNA supercoiling, differentiation 6781. 

DNA-binding protein DBP gene, mutants, adenovirus (human) 5438. 

DNA-binding protein mutation characterization, adenovirus (human) 2 2071 

dopamine f-monooxygenase mRNA, pheochromocytoma cells, rats 7514. 

early region transcription, relationship origin replication, SV40 recombinants 
7522. 

early region 1A, adenovirus (human) 2 1863. 
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snRNA U1, repeated sequence, gene families, Xenopus laevis 7268. 
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tRNA fMet, promoters, base pairs substitution effects on transcription, Xenopus 
laevis 3364. 

tRNA, gene mapping, nucleotide sequence, chloroplasts, Vicia faba 7233. 
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tryptophan trpD gene, Bacillus amyloliquefaciens, cloning vectors, Bacillus 
subtilis 6850. 

tryptophan trpD gene, nucleotide sequence, Bacillus subtilis 5183. 
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role DNA biosynthesis, amanitin resistant mutant, vaccinia virus 4602. 

satellite DNA, repeated sequence, relationship nucleosomes localization 
specificity, liver, mice 5549. 

silver staining, association DNA biosynthesis, spinal cord, chick embryos 3875. 

size, DNA distribution, photometry, thyroid function, goiter 242. 

structure, DNA attachment, repeated sequence, HeLa cells 7269. 

structure formation, phage DNA, microinjection Xenopus eggs 1215. 

thymine lysine adduct role, proteins cross-linkage, DNA, U.V. radiation induction 
1626. 

thyroglobulin mRNA, thyrotropin post-transcription effects on, thyroid, pigs 
1553. 


transplantation, effects on chromosomes, conformation, nuclear envelopes, 
Ambystoma, Acipenser stellatus 6283. 
3,3',5-triiodothyronine receptors, histones, DNA effects on binding 5588. 
Nucleic acid-binding protein, 
amino acid sequence, Edman degradation, Feline leukemia virus 4178. 
Nucleic acids, 
base composition, physicochemical properties, mathematical models 3526. 
bases, photodegradation, laser radiation 32. 
changes, effects on double-stranded oligodeoxyribonucleotides stability 3590. 
conformation, mathematical models, linear dichroism, C.D. 3632. 
high-performance liquid chromatography, reviews 1421. 
immobilization, fractionation, methodology, reviews 5609. 
interaction polycyclic hydrocarbons, thin-layer chromatography 2123. 
isolation, liquid paromatograeby methodology, reviews 2113. 
photochemistry, biological properties, reviews 3514. 
proteins complex, dissociation kinetics, models 686. 
proteins complex, physical properties, methodology, electron microscopy 3860. 
proteins, stacking intsiaction, N.M.R., fluorescence, X-ray crystallography 696. 
Purification methodology, books 6998. 
purification, use radioisotopes, books 6999. 
surface, topography, mathematical models, computer graphics 3872. 
Nucleocapsids, 
protein biosynthesis, role, RNA biosynthesis, vesicular stomatitis virus 1540. 
proteins, role, RNA biosynthesis, vesicular stomatitis virus 6476. 
RNA, preparation, characterization methodology, measles virus 1501. 
Nucleolds, 
Sal Se DNA complex formation, role DNA clastogenicity, Bacillus subtilis 
Nucleoll, 
benomyl, triadimefon, mephfuroxam, aluminum ethyiphosphite effects on, Triticum 
aestivum, Medicago sativa 2743. 
pred conformation, nucleic acids metabolism, salivary gland, Drosophila 
chromatin, conformation, relationship RNA biosynthesis, nuclei matrix, Drosophila 
melanogaster 6970. 
chromatin, ribosomes genes, isolation, Physarum polycephalum 3460. 
aierit Wald cycloheximide effects on ultrastructure, transcription, oocytes, 
pigs 5 
ee electron microscopy, cytochemistry, oocytes, Amphiporus lactifloreus 
fractionation, chromatin, rRNA, auxin, hypocotyls, Glycine max 5540. 
lesions induction, ribonuclease, chromatin, chickens 6884. 
nuclear bodies association, ribonucleoproteins, ultrastructure, roots, reviews, 
plants 6213. 
ee composition, Lucke tumor virus transformed cells, kidney, Rana pipiens 


rRNA genes structure, meiosis, oocytes, spermatocytes, association Robertsonian 
translocation, man 675. 

ise one association rRNA 5.8S precursors, hybridization analysis, liver, rats 

structure, chromatin, Dictyostelium discoideum 659. 

structure, rRNA genes binding, Dictyostelium discoideum 4171. 

hi aC cells, rRNA biosynthesis, puromycin inhibition, fibroblasts, man 
Nucleolus organizer region, 

chromosomes, characterization 7678. 

heterochromatin C-type banding 6966. 


localization, functional morphology, polytene chromosomes, tissues, Chironomus 
thummi 6550. 


Nucleolus organizer region, (continued) 
mitosis, cell culture, monkeys 6939. 
nucleoproteins localization methodology, breast carcinoma, man 6936. 
silver staining, cytochemistry, atomic absorption spectroscopy 2040. 
silver staining, proteolysis, nuclease activity effects on, man 7664. 
staining, interphase, mitosis, plants 666. 

Nucleoproteins, } 
arginine, transitions, size, spermatozoa, Drosophila subobscura 4142. 
characterization, DNA purification, methodology 235. 
characterization, grapevine Bulgarian latent virus 4147. = 
characterization, vitamins starvation, cytochemistry, Euglena gracilis 6265. 
chromatin, characterization, meiosis, Saccharomyces cerevisiae 7675. 
chromatin complex, virions assembly, temperature-sensitive mutant, SV40 4169. 
complex, SV40 antigen T binding 5583. , 
conformation, electron microscopy, relationship fertilization, Arbacia punctulata 

5534. 
cyclin, DNA biosynthesis, cell lines, mice 6212. ; 
functional morphology, RNA biosynthesis, eukaryotes, reviews 6214. 
genes, cloning, canine distemper virus 4017. f , 
genes, hybridization analysis, relationship host range, influenza A virus 4145. 
genes, nucleotide sequence, RNA, influenza B virus 3642. 
genes, nucleotide sequence, Sendai virus 4357. 
localization methodology, breast carcinoma, man 6936. ’ ; 
phosphorylation, isoproterenol effects on, autoradiography, nuclei, spleen, mice 
6236. 


RNA 5S complex, secondary structure, N.M.R., Escherichia coli 5026. 
RNA, virulence, red clover mottle virus 625. 
structure, function, X-ray diffraction, phage Pf1 2741. 
structure, SV40 624. 
Nucleoside 5’+8,y-peroxytriphosphates), 
analogs, purification, synthesis, characterization 2135. 
Nucleoside deoxyribosyltransferase, 
catalysis, 2-bromo-2'-deoxyadenosine synthesis 6316. 
Nucleoside phosphotransferase, 
kinetics, poly(dA-dT), poly(dG-dC) effects on, Morris hepatoma 118. 
Nucleoside triphosphatase, 
role mRNA transport, nuclear membranes, reviews, eukaryotes 4906. 
Nucleoside triphosphates, 
role, RNA biosynthesis kinetics, RNA polymerase II, wheat germ 7620. 
Nucleosides, 
acyclic analogs synthesis 732. 
analogs, antiviral activity, reviews 7010. 
analogs, role, Escherichia coli growth inhibition 6324. 
analogs, synthesis 2134. _. 
analogs, synthesis, inhibition RNA polymerase, DNA polymerase 4275. 
analogues, preparation, synthesis 65. 
analogues substrates, deoxythymidine kinase recognition, 
5-methoxymethyldeoxyuridine resistant mutant, herpes simplex virus 1 2727. 
antibody response, lymphocytes, systemic lupus erythematosus, man 2735. 
5-arylpyrimidine, synthesis, palladium(Il) use 6318. 
bovine serum albumin conjugate, antibodies, immunoassays, solid phase methods 
4238. 
heterocyclic, carbocyclic analogs, synthesis, palladium catalysis 4247. 
imidazo(4-5-d)pyridazine derivatives, synthesis, N.M.R. 6320. 
ion-exchange chromatography 6314. 
isolation, liquid chromatography methodology, reviews 2113. 
isolation, use formic acid, DNA, adenovirus, baculovirus, cell lines 2128. 
liquid chromatography 720. 
mass spectroscopy 4949. 
phospholipids conjugate, interaction lipoprotein (low density), serum, dogs 745. 
pyrimidines alkylation, stability, pH effects on, N.M.R., U.V. spectroscopy 3544. 
pyrimidines, fluorine derivatives, use antineoplastic drugs, reviews 3512. 
radiolysis, bases site selection 4943. 
ricin conjugate, inhibition antibodies production, systemic lupus erythematosus 
lymphocytes B, man 2732. 
ration, thin-layer chromatography 730. 
sulfur derivatives, synthesis 2132. 
urine, use, tumors diagnosis, treatment, man 4259. 
Nucleosomes, 
assembly, association proteins, purification, characterization, HeLa cells, mice 
cell lines 1358. 
assembly, glutamic acid polymers, nuclei, spermatozoa, mice 1386. 
assembly, high mobility group protein 1 histones complex interaction, DNA, role, 
liver, rats 6958. 
chromatin, C.D., electrophoretic mobility, neurons, brain, pigeons 6940. 
chromatin nonhistone proteins, ascites tumor cells, liver, rats 6237. 
chromatin, post-translation, poly(ADP-ribose) modification, acetylation 
relationship 6974. 
chromatin structure, staphylococcal cysteine proteinase treatment, nuclei, 
spleen, mice 5561. 
condensation, histone H1 binding 6267. 
conformational analysis, neutron scattering, erythrocytes, chickens 1384. 
ee Lege assembly, poly(G) exposure, deoxyribonuclease | probes, chickens 
core particles, DNA, histones, crystal structure, X-ray diffraction 5579. 
core particles, DNA mobility, fluorescence polarization, chromatin 1794. 
core particles, histones subunits interaction, calorimetry 3476. 
sae palticles’ peptides, tryptophan containing binding, chromatin, fluorescence 
core particles purification, chromatin, spermatozoa, Tetrapygus niger 2012. 
core particles, purification, reconstitution, structure, neutron scattering 6259. 
core particles reconstitution, poly(L-glutamic acid) mediation, erythrocytes, 
chickens 4878. 
core particles, unfolding, acetic anhydride acetylation induction 5556. 
core protein complex, spermatogenesis effects on, seminiferous tubule, mice 6277. 
distribution, nucleotide sequence relationship, conformational analysis 3474. 
distribution, reconstitution chromatin, genes B-globin, mice 3472. 
DNA, B-form, conformation, C.D. 6257. 
DIVA beevmase origins organization, HeLa cells, Ehrlich ascites tumor cells 
DNA helix periodicity, use nuclease 654. 
DNA melting curve, cis-platinum diamminodichloride, trans-platinum 
diamminodichloride effects on, calf thymus 6037. 
DNA repair size, measurements methodology 1115. 
DNA repeated sequence, relationship chromatin DNA biosynthesis, embryos, 
Echinoidea 7679. 


a ae a 


178 


Nucleosomes, (continued) 

doxorubicin interaction, fluorescent probes, calf thymus 5382. 

flanking regions, ribosomal subunit 35S genes, transcription initiation sites, 
yeasts 2494. 

heparin histones interaction, assays, avian cells 6980. . 

doy cn roup Sek 14, sia mobility group protein 17 association, 

on deoxyribonuclease | sensitivity, chromatin structure, erythr es, 

_Chickens 669. % ea 

high mobility group proteins Pkioals chromatin, reviews 4207. 

histone H1, histone H2A, histone H2B exchange, chromatin 2763. 

histone H1, 5-methy! cytosine localization, mice 1366. 

fee composition, relationship development, Strongylocentrotus purpuratus 

linkage DNA organization, chromatin, liver, rats 3470. 

localization specificity, relationship repeated sequence, satellite DNA, nuclei, 
liver, mice 5549. 

localization specificity, satellite DNA, chromatin, liver, rats 5568. 

location, association DNA nucleotide sequence, Tetrahymena thermophila 649. 

micrococcal endonuclease cleavage sites, core particles 1372. 

oligomers, quaternary structure, chromatin, neurons, cortex, cattle 3458. 

penodicity, chromatin, oocytes, Xenopus laevis 5548. 

Platinum coordination complex effects on structure, eukaryotes 5559. 

reconsitution, DNA histones complex, conformation 6972. 

relationship chromatin structure, secretory proteins genes, electron microscopy, 
Chironomus 7654. 

relationship, satellite DNA, chromatin, restriction endonuclease mapping, Vero 
cells 7663. 

+RNA polymerase Ii complex, formation, characterization, RNA biosynthesis 3441. 

RNA se Aid translocation, chromatin transcription 1969. 

eo NA chromatin, restriction endonuclease mapping, structure, CV1 cells 

structure, books 698. 

structure, characterization exodeoxyribonuclease III activity 1382. 

structure, development, embryos, Strongylocentrotus purpuratus 1359. 

structure, function, i regulation, books 4193. 

structure, reviews 17. 

structure, transcription effects on, mice 1364. 

structure, use cross-linking 655. 

supercoiling, DNA structure, recombination, phage A 2017. 

telomeres, DNA proteins complex, chromatin, macronuclei, Oxytricha 7683. 

Ti plasmid DNA organization, tumor cells, crown gall, Nicotiana tabacum 5569. 

5’-Nucleotidase, 

GMP analogs susceptibility, conformation, structure-activity relationships, 
venom, Serpentes 3564. 

isoenzymes, isolation, characterization, erythrocytes, man 3395. 

Nucleotide sequence, 

Aa gene, genetic variance, | region histocompatibility locus H-2, mice 1065. 

|-A8 region, histocompatibility locus H-2, mice 1050. 

c-abl gene, homology v-abi gene, mice 3073. 

acetylcholine receptors genes, evolution, chickens 7332. 

acetylcholine receptors subunits genes, electric organs, Torpedo californica 
7329. 


actin eee development, heart cells differentiation, skeletal muscle, 
rats y 

B-actin genes, gene libraries, cytoplasm, chickens 1740. 

actin genes, heart, rats 2929. 

B-actin genes, man 3085. 

a-actin genes promoters, skeletal muscle, rats, chickens 1780. 

B-actin like pseudogenes, man 5256. 

actinomycin D binding sites, inhibition RNA Bosman. phage T7 1657. 

adenine phosphoribosyitransferase aprt locus, d , dCTP levels effects on, CHO 
cells 7394. 

adenosine deaminase cDNA, introns, man 3160. 

adenosine deaminase genes, cDNA, man 2620. 

adenosine deaminase genes, deficiency, severe combined immunodeficiency, man 
3192. 

adenosinetriphosphatase B-subunit e-subunit overlaid genes, chloroplasts, 
Nicotiana tabacum 6005. 

adenovirus (human) 2 DNA integration sites, hamsters cell lines 993. 

adenovirus (human) 31 tumorigenicity, transformation cell lines, DNA fragments, 
hybridization analysis, rats 3798. 

adenovirus, reviews, books 4898. ; Pg 

adenylate cyclase genes, cyclic AMP gene expression, Rhizobium meliloti 5175. 

adenylate cyclase protein biosynthesis regulation cya gene, Escherichia coli 
4545 


ADP-ribosyl transferase, biosynthesis, comparison, Escherichia coli, Vibrio 
cholerae 6195. 

ADP-ribosy! transferase genes, Vibrio cholerae 7420. 

aerobactin, iron uptake, hybridization analysis, restriction endonuclease 
mapping, ColV-K30, Escherichia coli 7397. 

Aeshna coerulae, Calopteryx splendens 6645. 
Noprotein genes, bosch J regions, deletion mutant, SV40 7223. _ : / 

aroha dehydrogenase Adh1 gene mutation, barley stripe mosaic virus, infection, 
Zea mays 5322. 

alcohol dehydrogenase adh1 gene, Zea mays 7243. 

alcohol dehydrogenase genes, deletion mutant, Drosophila melanogaster 315. 

alcohol dehydrogenase genes, introns, evolution, comparison, Zea mays, liver, 
horses 6575. 

alcohol dehydrogenase promoters, hybridization analysis, Saccharomyces cerevisiae 
1744. 

alkaline proteinase ig oa neutral proteinase npr gene, Bacillus 
amyloliquefaciens ; 

Alu family repeated sequence, a-globin genes, man 362. 

Alu family repeated sequence, mammals 361. 

Alu family repeated sequence, man 356. bye 

Alu family repeated sequence promoters, association RNA biosynthesis, RNA 
polymerase Ill, man 5242. , ’ 

amiA locus, mutation, association transformation, host systems DNA repair, 
Streptococcus pneumoniae 1652. 

aminin B-chain genes 7322. . \ 

amino acid sequence, fimA gene, Bacs) Escherichia coli 7343. 

amino acids substitution, bacterio lopsin, site-directed mutagenesis, purple 
membranes, Halobacterium halobium 4491. , 

p-aminobenzoate synthetase pabB gene, homology anthranilate synthase trpE gene, 
nucleotide sequence, Escherichia coli 4503. 
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1041. 

aminoglycoside 3'-phosphotransferase genes, Streptomyces fradiae, homology 
transposons 1067 

5-aminolaevulinate synthase mutation, plasmids complementation, Saccharomyces 
cerevisiae 4542 

a-amylase cDNA, salivary gland, pancreas, man 5969 

a-amylase genes, 5’-terminus, Bacillus licheniformis comparison Bacillus 
amyloliquefaciens 3117 

a-amylase genes, Bacillus subtilis 300 

analysis, books 1397. 

analysis, DNA, methodology 294. 

antibiotic resistance ermD gene, Bacillus licheniformis 4664 

ae mutation, mapping, rRNA 16S, rRNA 23S genes, Escherichia 
coli 

antibodies specificity, oligoribonucleotides conformational analysis 105 

a1-antichymotrypsin, a1-antitrypsin, antithrombin III, liver, man 1013. 

anticodons, role, tRNA Asp, adenosine, inosine conversion, yeasts 7046 

antigenic vanants, foot-and-mouth disease virus 1670. 

antigens genes, rotavirus (human), comparison rotavirus (simian) SA11, rotavirus 
(bovine) 6576. 

antigens genes, sporozoites, Plasmodium falciparum 7327 

antigens, nuclei, Epstein-Barr virus 985 

antithrombin II! Roles 5'-terminus flanking regions, man 1710. 

bere esl genes, introns mutants, mitochondria, Saccharomyces cerevisiae 


apoferritin heavy chains cDNA, cloning, cell lines, man 6578. 

apolipoprotein A-| cDNA, liver, rats 4528 

apolipoprotein E genes, liver, man 6003. 

apolipoproteins cDNA, man 6583. 

araE promoter, Escherichia coli 2500. 

aralc promoter, araBAD operon gene expression, Escherichia coli 3770 

argF gene, arg! gene, pyrB gene, comparison, Escherichia coli 7364 

aspartate kinase genes promoters, Escherichia coli 284. 

association DNA structure, inverted repeat, negative supercoiling, ColE1, 
Escherichia coli 413. 

association excision, replication origin, SV40 2388 

association induction transformed cells, Harvey sarcoma virus V-ras gene 2348 

association nucleosomes location, Tetrahymena thermophila 649. 

atp operon promoters, Escherichia coli 5194 

atpBE locus, trnM2 locus, trnV1 locus, chloroplasts, Hordeum vulgare 7450. 

attenuation, neurovirulence stains comparison, poliovirus 3 1646. 

autonomously replicating sequence deletion, plasmid pALS2, Neurospora 7299 

autonomously replicating sequence, endodeoxyribonuclease sites, replication 
Saccharomyces cerevisiae, plasmid Ylp5, Phanerochaete chrysosporium 4529. 

autonomously replicating sequence, mitochondria, Crithidia fasciculata 7215. 

autonomously replicating sequence, Saccharomyces cerevisiae DNA biosynthesis, 
chromosomes, man 2405. 

autoradiography, computer programs 3043. 

B2 sequence repeated sequence, poly(A)-containing mRNA, liver, mice 5745. 

x-bas gene, immunoglobulins y-chain genes, rabbits 6668. 

base pairs interaction, computer programs 3088 

base pairs substitution, distance effects on mutation rates, phage T4 5260. 

biochemical characteristics, RNA, Cytoplasmic polyhedrosis virus isolates, 
Manduca sexta 3628. 

bithorax complex genes, insertion, mutants, Drosophila melanogaster 4509. 

biturosinphosphotransferase genes, biturosin resistance, comparison transposon 
Tn5, transposon Tn903, Bacillus circulans 1659. 

Blym-1 gene, Burkitt's lymphoma, man 7290. 

books 6995 

brain genes, gene mapping, reviews 4205. 

68C locus, polytene chromosomes, larvae, Drosophila melanogaster 1059. 

calmodulin cCM1 gene, gene regulation, chickens 7499. 

calmodulin genes, cDNA clones, Xenopus laevis 4535. 

calmodulin, protein S genes, homology, Myxococcus xanthus 3126. 

capsid protein genes, foot-and-mouth disease virus 173. 

capsid protein genes, poliovirus 1 5484. 

capsid protein genes, transformation, rotavirus (simian) SA11 2576. 

carbonate dehydratase, mice 2402. 

casein mRNA, cattle 6442. 

a2-casein MRNA, guinea-pigs 5739. 

catabolite activator protein binding sites, galactose promoter, lactose promoter, 
Escherichia coli 2087. 

CDC 28 gene, Saccharomyces cerevisiae 7350. 

CDC8gene, hybridization analysis, Saccharomyces cerevisiae 3208. 

cell fusion genes, gene mapping, herpes simplex virus 1 3141. 

cell surface antigens glycoproteins mRNA, Trypanosoma brucei 870. 

centromeres, Saccharomyces cerevisiae 366. 

chalcone isomerase MRNA, Petroselinum hortense 2252. 

chalcone synthase mRNA, Petroselinum hortense 5751. 

characterization, B-interferon pone regulation, man 1157. 

characterization, adenovirus (human) 2 352. 

characterization, phage A 351. 

chloramphenicol acetyltransferase cat-86 gene, Bacillus pumilus 5246. 

chloramphenicol acetyltransferase genes, Bacillus subtilis 2506. 

chlorophyll a/b protein genes, thylakoid membranes, Petunia 1715. 

choriogonadotropin, lutropin subunits genes, evolution, man 7265. 

chorion gene families, Bombyx mori, comparison Antheraea polyphemus 5956. 

Y chromosome, DNA specificity, man 5305. 

X chromosome fragments, Y chromosome homology, man 7415. 

Y chromosome, gene mapping X chromosome, Y chromosome, man 6673. 

cin gene, role inversion, phage P1 5917. 

Citellus 6642. 

citrate (si)-synthase genes, Escherichia coli 1068. 

citrate synthase, mitochondria proteins, genes, clones, yeasts 6643 

class | gene, histocompatibility locus H-2, liver, mice 3781. 

cleavage, endodeoxyribonuclease, Acetobacter aceti xylinum 3402 

cleavage, endodeoxyribonuclease, Citrobacter freundii, Escherichia coli 3400. 

cleavage, oligodeoxyribonucleotides, endodeoxyribonuclease BamH1 3401. 

Clo DF13 DNA 1698. 

cloning, use transposon Tn5 mutagenesis, prokaryotes, eukaryotes, reviews 4035 

cloning vectors, production single stranded DNA, phage M13+ plasmid pBR322 4061 

closed circular DNA, strains homology, Halobacterium halobium 5193 

coagulation factor IX genes, MRNA, structure, man 7267 

coagulation factor X cDNA, precursors charactenzation, liver, cattle 7098 


lasmid pJH1, Streptococcus faecalis coat protein genes, phage Pf3 1641 
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codons, clusters analysis, base composition, models 7259. 
codons, ribosomes, elongation, Escherichia coli 6390. 
cold temperature-sensitive mutant, polyoma virus 2394. 
colicin A caa gene, promoters, operators, N-terminus, plasmids ColA 4551. 
colicin A, col A gene, gene products structure 1638. 
colicin Ib genes, Escherichia coli 6637 ‘ : 
a1-collagen genes introns, relationship embryogenesis, mice 6782. 
coloration genes, transposons, Drosophila melanogaster 5296, 
comparison, Basidiomycetes 6572. 
comparison, computer programs 2428. 
complement component C2 cDNA, man 6553. 
computer programs 3036. 
computer programs 3048. 
computer programs, algorithms 3056. 
computer programs, dot matrix 3061. 
computer programs, FORTRAN 77 3038. 
computer programs, mathematical models 3037. 
computer programs, personal computers 3049. 
computer programs, use BASIC, DNA 3028. 
computer programs, use PROLOG, DNA 3029. 
conformation, DNA, mitochondria, Beta vulgaris 7356. 
conatycinin subunits genes, hybridization analysis, deletion mutant, Glycine max 
7284. 


conservation, Oxytricha fallax 5236. 

copia transposon, closed circular DNA 1054. F 

copy number control, characterization, plasmids, papilloma virus (bovine) 6783. 

copy number control mutants, phage P1 4561. 

corticoliberin precursors genes, endodeoxyribonuclease, man 5897. 

Corynebacterium diphtheriae toxins genes 1948. 

Corynebacterium diphtheriae toxins tox gene, phage 12 370. 

cosmids flanking regions, characterization, phage \ 3152. 

crossing-over sites, adenovirus (human) 5, adenovirus (human) 2 1666. 

8-crystallin CDNA, chickens 7247. 

B-crystallin cDNA, eye lens, cattle 6019. 

y-crystallin, gene families, cDNA, mice 7406. 

cucumber mosaic virus, comparison brome mosaic virus 321. 

CUP1 locus, Saccharomyces cerevisiae 3175. 

cuticle loci, larvae, Drosophila melanogaster 1073. 

cytochrome b apoproteins complex, genes, plastids, Spinacea oleracea 7231. 

cytochrome b apoproteins genes, introns, mitochondria, Saccharomyces cerevisiae 
7319. 

cytochrome b, cob Gene) mitochondria, Neurospora crassa 3213. 

cytochrome b cytochrome f complex proteins genes, chloroplasts, Pisum sativum 
5157. 

cytochrome b genes, unassigned reading frames, mitochondria, Trypanosoma brucei 
326. 


cytochrome b, tRNA, URF gene, rRNA association, mitochondria, Drosophila yakuba 
7432, 


cytochrome b2 genes, yeasts 6790. 

cytochrome c genes, gene libraries, chickens 1703. 

cytochrome c oxidase subunits genes, introns, mitochondria, Oenothera berteriana 
6016. 

cytochrome c oxidase subunits genes, liver, rats 4572. 

cytochrome f apoproteins genes, plastids, Spinacea oleracea 7305. 

cytochrome ft genes, chloroplasts, Triticum aestivum 4566. 

cytochrome P-450 cDNA, liver, rats 5961. 

cytochrome P-450 mutiple forms, liver, rabbits 2404. 

data banks 3052. 

data banks 6582. 

data banks, reviews 709. 

data base 3050. 

defective-interfering particles, herpes simplex virus 1662. 

defective-interfering particles termini, vesicular stomatitis virus 5320. 

deletion mutant, plasmid pSC101, Escherichia coli 7368. 

deletion, transformation Daudi Burkitt's lymphoma, Epstein-Barr virus 3800. 

deoA gene, deoC gene, intercistronic region, Escherichia coli 5283. 

deoP3 promoter deo operon, Escherichia coli 6675. 

deoxyribonuclease | sites, heat shock genes, Drosophila melanogaster, 
Saccharomyces cerevisiae 7348. 

deoxyribonucleotides, cytosine, guanine containing, conformation, Raman 
spectroscopy 5673. 

deoxyuridine triphosphatase dut gene, Escherichia coli 5195. 

determination, DNA, methodology 994. 

determination, use degradation methodology 3795. 

onus gperen: promoters mutation, histidine transport, Salmonella typhimurium 

12. 

diaminopimelate decarboxylase lysA gene, regulators, Escherichia coli 3123. 

differentiation, heat shock repeated sequence expression, gene regulation, 
Dictyostelium 2531. 

ppt acetyltransferase aceF gene, multienzyme complexes, Escherichia 
coli : 

dihydrolipoamide dehydrogenase genes, Escherichia coli 1070. 

dihydrolipoamide succinyltransferase sucB gene, pyruvale dehydrogenase 
_multienzyme complexes aceF gene, homology, Escherichia coli 5927. 

pole apeane Vert rata, mitochondria, phages, bacteria, viruses 

discoidin ! genes, flanking regions, conservation, Dictyostelium discoideum 6000. 

DNA, acetylcholine receptors subunits, skeletal muscle, cattle, man 1725. 

DNA binding specificity, herpes simplex virus induction proteins 7691. 

DNA biosynthesis origin, adenovirus (human) 2, HeLa cells 5990. 

DNA biosynthesis origin, plasmid pSa, comparison plasmid R6K 5922. 

dries stall 4 origin, repeated sequence, telomeres, Saccharomyces cerevisiae 

DNA biosynthesis regulation, promoters, SV40 5918. 

DNA biosynthesis relationship, restriction endonuclease mapping, infection 

Epstein-Barr virus 3236. 

DNA, computer programs, personal computers 2427. 

DNA, determination methodology, reviews 1431. 

DNA, determination, methodology use phage M13 cloning vectors 996. 

ONA gyrase gyrB gene, flanking regions, RNA biosynthesis, Escherichia coli 7292. 

DNA, oe, algorithms, computer programs 3060. 

DNA, methodol ay books 2098. 

DONA methylase BspRI genes, Bacillus sphaericus 5321. 

DNA polymerase genes, phage SPO2 6588. 

DNA repeated sequence, Zea mays 5986. 
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DNA replication origin, Saccharomyces cerevisiae 365. | 

DNA, restriction endonuclease mapping, industrial sites, computer progres 3044, | 

DNA, restriction endonuclease mapping, RNA structure, autoradiography, computer | jj 
programs 3033. : i 

DNA, RNA, computer programs, personal computers 2423. 1} 

DNA structure, computer programs 2421. 

DNA topoisomerase Il TOP2 gene, yeasts 5971. : 

DNA transformation region, use plasmid pCM4000 containing deletion fragments, 
cytomegalovirus (human) 1079. 

DNA-binding protein, coat protein, phage Pf3 4492. | 

cDNA casein, cattle 6644. i | 

cDNA, complement component C4A muliple forms, man 5170. 

cDNA, crystallin, eye lens, Rana temporaria 5903. ‘ ; 

cDNA gene libraries, MRNA, androgens dissociation, submaxillary gland, mice 2411. 

cDNA genes, reovirus 7086. J 

cDNA, heat shock proteins, fibroblasts, Salmo gairdneri 7326. 

cDNA, prolactin mRNA, man 5896. 

cDNA, renin precursors, man 3187. ee ; 

dnaK gene, homology Drosophila Hsp70 gene, Escherichia coli 5177. 

dnaN gene, dnaA gene, Escherichia coli 5226. : . 

dnaQ gene, ribonuclease H rnh gene promoters, Escherichia coli 5173. 

double stranded RNA, phage 6 7119. . 

double-strand RNA, heterogeneity, Penicillium chrysogenum, viruses 7095. 

double-stranded RNA, genes, glycoproteins, rotavirus (human) 7220. 

double-stranded RNA, rotavirus 4520. 

double-stranded RNA, Simian virus 11 2911. be 

duplication mutants, glutamate dehydrogenase (NADP) am locus, Neurospora 
crassa 5936. 

Ea gene, mice 1040. 

E2 gene promoters, adenovirus (human) 5 5952. 

early region DNA, adenovirus, Tupaia belangeri 5909. 

early region genes promoters, cytomegalovirus (human) 5211. 

early region, herpes simplex virus 2 3144. 

early region mRNA, splice junctions, CDNA clones, adenovirus (human) 2 7078. 

early region promoters, regulation RNA biosynthesis 3649. 

early region promoters role RNA biosynthesis, herpes simplex virus 1 7151. 

EcoRI family repeated sequence DNA, mice, homology intracisternal A-particle 
genes long terminal repeat, retrovirus 295. 

effects on configuration, oligodeoxyribonucleotides, nuclear Overhauser effect 
2183. 

effects on DNA conformation, tRNA genes transcription, Xenopus laevis 216. 

effects on gene expression, ribosomes binding sites, Escherichia coli 1066. 

electrophoresis, DNA, genetic variance 3105. 

elimination, rearrangement, relationship development, macronuclei, Tetrahymena 
thermophila 6786. 

elongation factor G fus gene, Escherichia coli 3120. 

endo-1,3-(1,4)-B-D-glucanase genes, genetic control gene expression, Bacillus 
subtilis 7241. 

endo-1,4-8-D-xylanase, feng regions, amino acid sequence 5314. 

endodeoxyribonuclease EcoA DNA recognition, Escherichia coli 5499. 

endodeoxyribonuclease EcoA recognition, Escherichia coli 3115. 

endodeoxyribonuclease EcoRV, methylase genes, plasmid pLB1, Escherichia coli 
7409. 

endodeoxyribonuclease fragments, nucleotide sequence, RNA biosynthesis, 
glycoproteins, vaccines, Epstein-Barr virus 7311. 

endodeoxyribonuclease Hhall r gene, m gene, Haemophilus haemolyticus 5215. 

endodeoxyribonuclease Kpn! segments, 5'-terminus, 3'-terminus, monkeys 6664. 

enterotoxins genes, Escherichia coli 301. 

enterotoxins genes, Escherichia coli 305. 

env gene, feline leukemia virus 1751. 

env gene, long terminal repeat, spleen focus-forming virus 6608. 

env gene, restriction endonuclease mapping, mink cell focus-forming virus 1772. | 

envelopes env gene, long terminal repeat, mink cell focus-forming virus 3841. 

envelopes env gene, mammary tumor virus 1026. 

envelopes env gene, pX gene, cloning, hybridization analysis, proviruses, T cell 
leukemia virus 4508. 

Epstein-Barr virus 3848. 

Epstein-Barr virus infected Raji cells, splicing RNA 6419. 

estrogens receptors binding sites, chromosomes, chickens 3495. 

excision, integration, DNA, SV40 transformed cells, rats 4534. 

ox have alboceidane multiple forms, mRNA heterogeneity, Aspergillus niger 

eye lens crystallin genes, clones, Rana 1687. 

R factor homology, Escherichia coli 6614. 

R factor R67, tetrahydrofolate dehydrogenase genes, methotrexate 5968. 

a-fetoprotein, albumin genes, comparison, mice 6554. 

fibers proteins, temperature-sensitive mutant adenovirus (human) 2 2341. 

fibroin heavy chains genes, polymorphism, Bombyx mori, 5905. 

fibronectin CDNA, mRNA levels, multiple forms, man 7073. 

fibronectin genes, splicing, liver, rats 2922. 

fibronectin MRNA, characterization, cell lines, man 5733. 

flanking regions, Ti plasmid, Agrobacterium tumefaciens 3211. 

foldback, DNA, localization, chromosomes, Physarum polycephalum 2365. 

oak relationship repeated sequence DNA, chromosomes, Physarum polycephalum 

Z-form, computer programs 2419. 

Z-form DNA, immunoglobulins specificity 6929. 

v-fos gene, murine osteosarcoma virus proviruses 4556. 

fowl plague virus, comparison man influenza virus 7340. 

v-fps gene, avian sarcoma virus 3155. 

frameshift mutant, tryptophan, trpE gene, Salmonella typhimurium 3134. 

ey Dges comparison actin, protein kinase structure, feline sarcoma virus 
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Fujinami sarcoma virus v-fps gene, 5'-terminus, comparison c-fps genes 3845. 

fumarate hydratase fumA gene, Escherichia coli 7404. 

function, genes localization, DNA Z-form conformation, computer programs 3042. 

function, localization, computer programs 3199. 

gag gene, flanking regions association DNA polymerase (RNA-dependent) pol gene, 
feline sarcoma virus 3834. 

gag gene, genomes 5'-terminus, mammary tumor virus 327. 

gag gene, v-abl gene, Abelson leukemia virus, relationship transformation 
fibroblasts, lymphoid cells, mice 401. 

GAL1 gene, GAL10 gene regulation sites, Saccharomyces cerevisiae 6587. 

GAL4 gene, Saccharomyces cerevisiae 2366. 

galactose metabolism, enzymes genes, Saccharomyces carlsbergensis 3206. 
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Nucleotide sequence, (continued) 

galactose-1-phosphate uridylyltransterase GAL10 gene transcription initiation 
sites, Saccharomyces cerevisiae 1671. 

B-D-galactosidase lacZ gene, Escherichia coli 1047. 

gastrin genes, gene libraries, liver, man 1032. . 

gene amplification, hybridization analysis, neuroblastoma cells, man 338. 

gene amplification, lymphocytes T cell surface antigens, man 1720. 

L gene, gene mapping, vesicular stomatitis virus 4350. 

C gene, erpes simplex virus 1, herpes simplex virus 2 F gene homology 6580. 

gene mapping, mathematical models 3045. 

gene 10, rotavirus (simian) SA11 292. 

gene 23 promoters, RNA biosynthesis, phage T4 6114. 

gene 27, phage SPO1 291. 

gene 4, termination factor rho, transcription, RNA 3'-terminus, phage f1 6389. 

genes, ADP-ATP antiporter genes, mitochondria, Neurospora crassa 7081. 

genes, glycoproteins gene mapping, rotavirus (simian) SA11 7090. 

genes immunoglobulin K, mice 1072. 

genes, reovirus 7085. 

genomes, animals viruses 5906. 

genomes, data banks, phages, viruses, mitochondria 1665. 

genomes, duck hepatitis B virus comparison woodchuck hepatitis virus, hepatitis B 
virus 2397. 

genomes, hepatitis A virus 537. 

genomes organization, foot-and-mouth disease virus 7079. 

genomes, papilloma virus (avian) 6601. 

genomes, plant viruses comparison, reviews 3797. 

genomes, spleen focus-forming virus comparison retrovirus (marine) 3842. 

genomes stability, pseudorabies virus 6605. 

genomes, vertebrata 2385. 

genomes, Vertebrata 7334, 

gentamicin 3-acetyltransferase genes, plasmid pWP 14a, plasmid pWP7b 5238. 

gliadin genes, Triticum aestivum 7306. 

gINALG operon operators, promoters, Escherichia coli 7374. 

5-globin, B-globin genes, iudogenes, man 357. 

globin, gene conversion, fetuses, man 7413. 

a-globin gene mapping, pierre: 5222. 

B-globin genes, evolution, Mammalia 4569. 

globin genes, gene fusion, hemoglobin Miyada, man 7407. 

B-globin genes, gene regulation, thalassemia, man 6559. 

B-globin genes, goats 1680. 

globin genes, histocompatibility locus H-2, man, mice 355. 

globin genes, introns, Alu family repeated sequence, cattle 3077. 

gone genes, methylation, gene regulation, gene expression, books 5597. 

-globin genes, repeated sequence, hybridization analysis, man, comparison 

monkeys 3203. 

y-globin genes, RNA splicing, termini site selection, man 4504. 

a-globin genes, splice junctions, ducks 3164. 

B-globin genes, thalassemia, man 1714. 

globin mRNA, ducks 7069. 

a-globin mRNA, ducks comparison chickens 4362. 

a-globin mRNA multiple forms, reticulocytes, Pan troglodytes 1514. 

a-globin pseudogenes flanking regions, comparison man, chimpanzees 1080. 

glutamate dehydrogenase genes, promoters, Escherichia coli 293. 

glutamate dehydrogenase (NADP ") genes, Neurospora crassa 5317. 

glutamine ami 

glutamine synthetase genes, hybridization analysis, restriction endonuclease 
mapping, CHO cells 2371. 

glyceraldehyde-phosphate dehydrogenase mRNA, chickens 4364. . 

glycoprotein D genes, herpes simplex virus 2, comparison herpes simplex virus 1 
5899 


glycoprotein hormones a-subunit genes, pituitary gene libraries, cattle, 
comparison man 379. 


glycoproteins gB gene, envelopes, plasma membranes, herpes simplex virus 1 3836. 


glycoproteins genes, flanking regions, herpes simplex virus 7357. 

glycoproteins genes, herpes simplex virus 1 6409. 

glycoproteins mRNA, deletion mutant, vesicular stomatitis virus 3631. 

glycoproteins subunits genes, hormones, pituitary, cattle 1037. __ 

gol gene, restriction endonuclease mapping, transformation plasmids, phage T4 

3810. 

uanidine drug resistance genes, nonstructural proteins, poliovirus 1 7229. 
aptogiobin, a-chains, B-chains, man 1043. 

haptoglobin cDNA, a-chain, B-chain mRNA, man 5299. 

haptoglobin Hpa1S gene, Hpa2FS gene, man 7453. 


haptoglobin variants, liver, man 3181. . 
heat shock gone families, mice, comparison Drosophila, yeasts 4559. 
heat shock hsp gene flanking regions, Caenorhabditis elegans 5300. 


heat shock promoters, RNA polymerase rpoD gene, association dnaG gene, 
Escherichia coli 7528. 

heat shock 63B locus, Drosophila melanogaster 335. 

hemagglutinins genes, influenza A virus 169. 

hemagglutinins genes, influenza A virus 863. 

hemagglutinins genes, influenza A virus 1735. 

hemagglutinins genes, influenza A virus 1738. 

hemagglutinins genes, influenza A virus 3626. g ’ 

hemagglutinins genes, influenza C virus comparison influenza A virus, Influenza B 
virus 2915. 

hemagglutinins HA gene, relationship antigenicity, DNA biosynthesis, swine 
influenza virus 6558. a ' 

hemagglutinins receptors, genes, mutation, influenza A virus 4366. 

hemoglobin genes, restriction endonuclease mapping, Cairina moschata 3829. 

hemoglobin Lepore-Boston genes, restriction endonuclease mapping, man 4553. 

hemolysins genes, restriction endonuclease mapping, cloning, Escherichia coli 
306. 


gene, Escherichia coli 7416. ae 

herbicide-binding protein psbA gene, introns characterization, photosystem Il, 
chloroplasts, (Hees racilis 7346. , 

herpes simplex virus 2 DNA, association cervix, carcinoma, tissues, man 3149. 

heterozygosity, comparison proteins polymorphism, electrophoresis, reviews, 
eukaryotes 4916. ; ren 

histidine operon leader sequence mRNA, homology tRNA His, Escherichia coli, 
Salmonella typhimurium 879. heres . 

histocompatibility locus H-2 5'-terminus, introns organization, MRNA genetic 
variance, mice 5931. " 

histocompatibility locus H-2 D region, gene libraries, mice 283. 

histocompatibility locus H-2, I-A region, B-chain genes, mice 4486. 
histocompatibility locus H-2 |-E region, cDNA clones, mice 4550. 


hemolysins hly 


transferase TRP3 gene, promoters, Saccharomyces cerevisiae 7250. 
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Nucleotide sequence, (continued) 

histocompatibility locus H-2 K region 1742 

histocompatibility locus H-2 K region, gene conversion relationship antigens 
polymorphism, mice 1743. 

histocompatibility locus HLA A region, comparison C region, man 6546. 

histocompatibility locus HLA B7 region, comparison A2 region, man 358. 

histocompatibility locus HLA C region, A region, man 6545 

histocompatibility locus HLA DC region, 8-chain genes, hybridization 
analysis, mice 3805. 

histocompatibility locus HLA DC region f-chain genes, man 4547 

histocompatibility locus HLA DC region, cDNA, lymphoblastoid cell lines 3104 

Sip dele hes locus HLA DR region, 8 chain signal peptides genes, man 

histocompatibility locus HLA, DR region, 8 chains, cDNA clones, man 3779 

histocompatibility locus HLA DR region a-chain genes, reviews 975 

histocompatibility locus HLA DR region B-chain genes 976. 

histocompatibility locus HLA DR region, DC region a-chain genes 974. 

istooenperuly locus HLA DR region heavy chains genes, gene libraries, liver, 
man 1721 

histocompatibility locus HLA DR region, man 378. 

histone H2A, histone H2B, histone H3, histone H4 genes, gene libraries, man 383 

histone H3, histone H4 genes, gene conversion, Lytechinus pictus 4511. 

histone H4 genes, insertion sequences, Physarum polycephalum 7278. 

histone H4 genes, man 400. 

histones genes, Tetrahymena thermophila 3094. 

histones, histone H5 H5 gene, flanking regions, chickens 5239 

Wes gore; deletion mutant, point mutation, replication, Saccharomyces cerevisiae 

it: 

homology, chloroplasts, nuclei, Spinacea oleracea 6574. 

homology, chromosome 6, c-Ki-ras gene, adrenal gland tumor cells, mice 7414 

homology, computer programs 2422. 

homology, computer programs 2426. 

homology, computer programs 3063. 

homology, cytomegalovirus (human) 6595. 

homology Escherichia coli enterotoxins genes, plasmids 307. 

homology, Fusarium 6562. 

homology, gene expression, embryogenesis, Xenopus laevis, Drosophila 6150. 

homology, histocompatibility antigen HLA, histocompatibility antigen H-2 class | 
molecules, class Il molecules, man, mice 6585. 

homology, plasmid pSX267 Staphylococcus xylosus, plasmid pl258 Staphylococcus 
aureus 3131. 

homology, repeated sequence detection, computer programs 5255. 

homology, role, ONA gyrase recombination, Escherichia coli 6192. 

homology, statistical analysis 3046. 

homology, statistical analysis, mathematical models 3051. 

homology telomeres, heterochromatin, Drosophila melanogaster 1044. 

hordein, cDNA, Triticum aestivum, Hordeum vulgare 1042. 

host range regions, murine leukemia virus 5232. 

hybridization analysis, adenovirus (bovine) 3, homology adenovirus (human) 2 
2349. 

hybridization analysis, cholera toxins genes, nucleotide sequence, USA, Texas, 
USA, Louisiana 1654. 

hybridization analysis, isolates, entomopoxvirus 2403. 

hygromycin B, apramycin antibiotic resistance genes, Escherichia coli 375. 

hygromycin B phosphotransferase genes, Escherichia coli, Saccharomyces cerevisiae 
2682. 

la antigen B chain genes, mice 1750. 

la antigen invariant chain, histocompatibility antigen H-2, use cDNA, mice 6543. 

imml locus, ant gene, mnt gene, arc gene, phage P22 324. 

immune response genes, gene conversion, histocompatibility locus H-2, mice 7431. 

immunoglobulin A a-chain genes, rabbits 3091. 

immunoglobulin A proteinase genes, Neisseria gonorrhoeae, homology Neisseria 
meningitidis, Haemophilus influenzae 1746. 

immunoglobulin D, heavy chains, constant region, pseudogenes, inverted repeat, 
repeated sequence, mice 4484. 

immunoglobulin G y-chain genes, membranes binding exons, mice 389. 

immunoglobulin M j-chain deletion mutant genes, hybridoma cell lines 390. 

immunoglobulins « chain mutation, diversity, mice 5923. 

immunoglobulins, j.-chain, 5-chain introns, man 7297. 

immunoglobulins «-chain allotypes, rabbits 398. 

immunoglobulins x-chain constant region genes, allotypes, rabbits 5166. 

immunoglobulins x-chain constant region joining region loci, rabbits 1713. 

immunoglobulins x-chain genes, allotypes comparison, rabbits 384. 

immunoglobulins x-chain variable region genes, man 7426. 

immunoglobulins x-chain variable region nucleotide sequence, evolutionary 
genetics, man 7376. j ; 

immunoglobulins genes, constant region comparison variable region, Vertebrata 
7448. 

immunoglobulins genes, reviews 1411. 

immunoglobulins genes, variable region lymphocytes T antigens receptors, man 
5908. 

immunoglobulins heavy chains variable region genes, Abelson leukemia virus 
transformed cells 393. : ; 

immunoglobulins heavy chains variable region genes, comparison man, mice 1035. 

immunoglobulins variable region heavy chain mRNA, mice 6547. 

immunoglobulins variable region, heavy chains gene families 7291. p 

immunoglobulins variable region, heavy chains genes, azobenzenearsonic acid 
antibodies, idiotypes 2415. = 

immunoglobulins variable region heavy chains genes, comparision amino acid 
sequence, mice 7210. 

immunoglobulins, variable region, heavy chains, pseudogenes, conservation, 
divergence, mice 5939. ‘ f 

immunoglobulins variable region, pseudogenes, divergences, conservation, cells 
2356. 

incompatibility genes, plasmid R1162 4536. F 

induction susceptibility, gene mapping, use glucocorticoids 3847. 

initiation codons, galK gene mRNA, association protein biosynthesis, 
Saccharomyces cerevisiae 5006. 

insertion sequence 1, adenosinetriphosphatase promoters, plasmid pKY159, 
Escherichia coli 5312. 

insertion sequence 2 substrates, pnege P1 5991 

insertion sequence 30, identification, function, Escherichia coli 7390. 

insertion sequence 46, IncN plasmid, R factor R46 5221 

insertion sequences inverted repeat, association bacteriorhodopsin genes, 
Halobacterium halobium 3162. 

insertion sites, phage P1, insertion sequence 2, Escherichia coli 6555 
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Nucleotide sequence, (continued) 

ins5G gene, complementation insSA gene, insertion sequence 5 6647. 

integration sites, DNA, hybridization analysis, woodchuck hepatitis virus 
infection hepatocytes, Spermophilus 3846 

intercalating agents specificity, DNA 5871. 

interferon a gene, evolution, man 1762. 

a-interferon genes, cDNA, hybridization analysis, gene expression, 
Escherichia coli 2414. 

B-interferon genes, cloning, amnion cell lines, man 7429 

interferon genes, man 5490, 

a-interferon genes, mice 5213. 

interferon genes, phage f1 transduction, man 3304. 

a-interferon IFN-a13 gene, gene conversion, man 6657. 

interferon induction, comparison rRNA genes, mitochondria, man 3776. 

interleukin 2 genes, cloning, man 4487 

interleukin 2 genes, flanking regions, structure, man 3109. 

interleukin 2 genes homology, interferon, man 1760. 

interleukin 2 genes, site-directed mutagenesis, cysteine structure-activity 
relationships, man 7354. ; 

intracisternal A-particle genes long terminal repeat, Mesocricelus auratus 990. 

introns excision sites, TSNA precursors processing, mice 4999. 

introns, flanking regions, rRNA genes, Calliphora erythrocephala 3207 

introns, homology, mitochondria fungi, chloroplasts, nuciei plants 3195. 

introns, splice junctions, recognition, computer programs, eukaryotes 6669. 

invariant chain, association histocompatibility locus HLA DR region, mRNA, man 
6407. 

inverted repeat, 5'-terminus, 3'-terminus, Tupaiidae adenovirus 1644. 

inverted repeat, DNA, varicella-zoster virus 5965. 

inverted repeat, junctions, chloroplasts, Nicotiana tabacum 6560. 

isolates, citrus exocortis viroid 983. 

isolation, type I! collagen genes, man 3086. 

kallikrein enzymes gene families, submaxillary gland, mice 7330. 

kanamycin nucleotidytansferase genes, plasmid pTB913, Bacillus subtilis, Bacillus 
stearothermophilus, comparison plasmid pUB110, Staphylococcus aureus 7377. 

keratin genes, epidermis, man 1729. 

keratin genes, feathers, scales, chickens 6566. 

keratin genes, mice 1003. 

Kirsten sarcoma virus 3093. 

korA gene, R factor RK2 377. 

Kpnl family repeated sequence, man 381. 

L3 gene, bluetongue virus 6427. 

labelling, DNA, methodology 3808. 

lac operon, flanking regions, Escherichia coli 5190. 

lac UV5 promoter, phage T7 promoters, interaction RNA polymerase 3271. 

B-lactamase ampC gene, Escherichia coli comparison Shigella sonnei 2408. 

B-lactamase genes, Bacillus cereus 1213. 

lactose operator, binding lactose repressor, Escherichia coli 6018. 

lactose operon, trp operon gene fusion, termini, Escherichia coli 6021. 

late region genes, vaccinia virus 6768. 

lectins genes, chromosomes, Phaseolus vulgaris 7249. 

lectins Le1 gene, insertion sequences, Glycine max 3171. 

fegicmecioen genes, Glycine max 2374. 

leghemoglobin genes, Glycine max 3786. 

leghemoglobin Lb gene, pseudogenes, Glycine max 3209. 

legumin genes, Pisum sativum 7421. 

loci association tRNA biosynthesis, mitochondria, Saccharomyces cerevisiae 1023. 

w locus, Drosophila melanogaster 6570. 

eng terminal repeat flanking regions, role carcinogenesis, DNA biosynthesis, 

lous-associated virus 2 2342. 

long terminal repeat, RNA, retrovirus 2916. 

lysis proteins, localization, phage QB 2239. 

lysozyme genes promoters, steroids gene expression, receptors, chickens 5204. 

lysR gene, gene regulation, Escherichia coli 3125. 

macronuclei genes, processing, characterization, Oxytricha nova 5326. 

major histocmpatibility locus 354. 

mammary tumor virus DNA, pone expression, genetic analysis mice 4905. 

mammary tumor virus, DNA homology, man 5328. 

mapping, linkage, genetic markers, gene mapping, crossing-over, chromosome 6, 
cultivars, Triticum aestivum 4499. 

mass spectroscopy application, reviews 2801. 

mathematical models, DNA homology, frequency 5988. 

matrix proteins genes, amino acid sequence predictions, respiratory syncytial 
virus 3153. 


Nucleotide 


uence, (continued) : 

c-myc gene, hematopoietic system malignancy, man 5318. 

c-myc gene, lymphocytes B malignancy, man, mice 2399. 

c-myc gene, man 7418. ‘ 

c-myc gene, point mutation, Burkitt's lymphoma, man 6564. _ bi 

c-myc gene, translocations immunoglobulins heavy chains loci, Burkitt's lymphoma, 
man 402. 

myelin basic protein genes, brain gene libraries, mice 999. 

myoglobin genes, structure, reviews, eukaryotes 3520. : 

myosin light chains genes, Drosophila melanogaster, comparison chickens 4489. 

napin subunits, Brassica napus 1739. 

nerve growth factor genes, mice, man 7333. ; 

neuraminidase genes, antigenic variants, influenza A virus 5022. 

neuraminidase genes, fowl plague virus 4358. 

neuraminidase genes, influenza A virus 1648. 

neuraminidase genes, influenza A virus 3640. J dear 

neutralization antigens, glycoproteins genes, cDNA, rotavirus (simian) SA11 3625. 

nicotinic acetylcholine receptors, reviews, Torpedo californica 7006. 

nitrogen fixation nif gene, Azotobacter chroococcum 2510. _ é 

nitrogen fixation nif gene, nodulation genes, Rhizobium trifolii, Rhizobium 
Parasponia 3789, : 

nitrogen fixation nif gene promoters, Klebsiella pneumoniae 3133. 

nitrogen fixation nif gene promoters, Rhizobium meliloti 3124. 

nitrogenase genes, Bradyrhizobium japonicum 3785. Parent ) a 

nitrogenase genes nifH promoter, nifDOK promoter, Bradyrhizobium japonicum 7362. 

nitrogenase nifH gene, Bradyrhizobium japonicum 4480. / 

nopaline DNA, gene transfer mechanisms, Ti plasmid, Agrobacterium 7379. 

Notchlocus, Drosophila melanogaster 1052. 

NS gene, deletion mutant, influenza A virus 2338. 

nuclease uvrC gene, promoters, Escherichia coli 7365. f 

nucleic acids, proteins interaction, algorithms, computer appiications viruses, 
man, mice 1668. 

nucleoproteins genes, Sendai virus 4357. 

nusA gene, flanking regions, Escherichia coli 7344. 

nusA operon, association tRNA fMet genes, Escherichia coli 2406. 

nusB gene, Escherichia coli 7355. 

nusB gene, transformation, Escherichia coli 7373. 

oax gene, Xenopus 3163. 

Okazaki fragments, specificity, DNA biosynthesis, SV40 6707. 

oligodeoxyribonucleotides, bleomycin induction DNA breaks 3802. 

oligodeoxyribonucleotides zwitterions, mass spectroscopy 2192. 

oligomycin antibiotic resistance oli2 gene, flanking regions, mitochondria, 

accharomyces cerevisiae 3170. 

oligonucleotides, eens! {agers enterovirus (human) 70 7338. 

2’,5'-oligo(A)polymerase MRNA, interferon induction, man 3186. 

ompT gene, Escherichia coli 5904. 

oncogenes, 3'-terminus long terminal repeat, myeloproliferative sarcoma virus 
comparison Moloney sarcoma virus 3843. 

oncogenes, avian erythroblastosis virus 1716. 

oncogenes, carcinogenesis, reviews, viruses 7002. 

oncogenes, carcinoma, urinary bladder, man 1758 

oncogenes, Ti plasmid, Agrobacterium tumefaciens 3128. 

a-operon, Escherichia coli 7288. 

operons, deficiency varients, SV40 332. 

opioid peptides regulation gene expression, rats 3286. 

opsin, cattle 1695. 

opsin genes, cattle 998. 

organization, papilloma virus (human), comparison papilloma virus (bovine) 5916. 

ele termination DNA biosynthesis, phage f1 342. 

ori gene, F factors, Escherichia coli 7295. 

ornithine carbamoyltransferase argl gene, Escherichia coli 1653. 

overlaid genes, herpes simplex virus 1 3182. 

oxoglutarate dehydrogenase (lipoamide) sucA gene, Escherichia coli 5924. 

oxytocin, vasopressin CDNA, biosynthesis, corpus luteum, cattle 7386. 

pab A gene, Escherichia coli 1081. 

packaging DNA, per » 5913. 

pancreatic peptide cDNA, amino acid sequence predictions, man 3839. 

papA gene, Escherichia coli 2343. 

par locus, Escherichia coli 5185. 

parB region, Clo DF13, recombination systems, Escherichia coli 3793. 

penicillin-binding protein mutants, Escherichia coli 5315. 

peptides, MRNA, skin, xenopus laevis, nucleotide sequence 2923. 

Peptidoglycans, Promicromonospora citrea 7342. 


membrane proteins ompA gene, outer membranes, Salmonella typhimurium, comparison phage Cf genomes 6596. 


Escherichia coli 5914. 

membrane proteins ompA gene, Serratia marcescens 5262. 

metallothionein, monkeys 1039. 

methodology, DNA, reviews 5601. 

methodology, DNA, use exodeoxyribonuclease III, Escherichia coli 1286. 

eo OUCOUY rRNA 5S, tRNA genes, RNA biosynthesis, splicing, Neurospora crassa 
7047. 

5,10-methylenetetrahydrofolate reductase (FADH2) metF gene, 3'-terminus 
flanking regions, Escherichia coli 373. 

microcomputer computer programs, DNA 3026. 

62-microglobulin MRNA, initiation complex mutation, interferon induction, 
Burkitt's lymphoma ceil lines, man 3621. 

micronuclei DNA, macronuclei telomeres homology, development, Tetrahymena 7303. 

middie component RNA, cowpea mosaic virus 5724. 

V-mil gene, retrovirus (avian) MH2 6577. 

mini-Rts1, plasmid pTW602 fragments, Escherichia coli 3769. 

minute virus of mice 344. 

mitochondria, adenosinetriphosphatase subunits genes association, Aspergillus 
nidulans 7313. 

mitochondria genomes, Drosophila yakuba 382. 

mitochondria outer membranes proteins genes, yeasts 2425. 

mitochondria plasmids, introns characterization, Neurospora crassa 7436. 

mitochondria rRNA 16S, homology DNA, nuclei, man 6011. 

mitochondria tRNA, homology, Aedes albopictus 6365. 

mobilization bom region, gene mapping, Clo DF13, Escherichia coli 5223. 

monoclonal antibodies x-chain cDNA, conservation, germplasm, mice 5938. 

c-mos gene, rats 3081. 

v-mos genes, murine sarcoma virus 2353. 

motA gene, Escherichia coli 6632. 

murine leukemia virus 1781. 

murine leukemia virus proviruses integration chromosomes, lymphoma, mice 5287, 

c-myc gene, Burkitt's lymphoma 5797. 


phage Cp-1 DNA 5'-terminus, Streptococcus pneumoniae isolates 3806. 

phage H insertion sequence ISH1.8, Halabacterium halobium 6607. 

phage SP10, DNA, protection, oxopyrimidine 6609. 

phage T5 late region promoters, termination regions 501. 

phenylalanyl-tRNA synthetase pheS,T operon, Escherichia coli 5191. 

Phosphate acceptors, role, polyribonucleotide synthetase(ATP), ligation, 
substrate specificity, phage T4 5525. 

phosphate-binding protein phoS gene, Escherichia coli 3069. 

phosphate-binding protein phoS gene, promoters, Escherichia coli 3068. 

Phosphocholine antibodies, variable region, heavy chains genes, mice 2418. 

phosphoenolpyruvate carboxylase genes, Escherichia coli 5313. 

phosphoenolpyruvate-glucose phosphotransterase multienzyme complexes, crr gene, 
Salmonella typhimurium 6611. 

6-phosphofructokinase genes, Escherichia coli 7324. 

cea ares PfkB gene, mutation, characterization, Escherichia coli 


phospholipase A pidA gene, outer membranes, Escherichia coli 6625. 

phosphoproteins genes, amino acid sequence predictions, measles virus 3831. 

Phosphoryicholine antibodies, genes, hybridoma, somatic cells mutation effects on 
affinity, in vitro 6548. 

pili adhesins gene A, K88ab operon, Escherichia coli 5316. 

pili genes, Escherichia coli 4494. 

pilin genes, ColB2 7371. 

Oe peeere endodeoxyribonuclease substrate specificity, Thermus aquaticus 

plant viruses, satellite RNA, books 2097. 

plasmid pSLA2 5'-terminus, inverted repeat, Streptomyces rochei 5205. 

plasmid P1, structure, phage P1 6563. 

plasmid T181, tetracycline resistance, replication, Staphylococcus aureus 6617. 

plasmids, hybridization analysis, strains homology, Streptococcus 2380. 

poly(C) RNA, encephalomyocarditis virus 7072. 

Poly(A)-containing mRNA, 5'-terminus, mitochondria, liver, rats 876. 
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Nucleotide sequence, (continued) 

Poliovirus genomes 4577. 

polyadenylation sites, 3'-terminus, T4 plasmid, Agrobacterium tumefaciens 1077 

polyhedrin genes, Autographa californica nuclear polyhedrosis virus 1771 

polymorphism, inheritance, mitochondria DNA, cattle 1717. . 

polyoma virus, rns SV40, papovavirus 7217. 

polyribonucleotide synthetase(ATP) genes, phage T4 3300. 

polyribosomes RNA, growth stage, sporulation, gene expression, Blastocladiella 
emersonii 5046. 

ppri gene, 5'-terminus flanking regions, RNA biosynthesis, Saccharomyces 
cerevisiae 5960. 

precursors photosystem II proteins genes, chloroplasts, Sinapis alba 3089. 

preproatnial natiuretic factor genes, atrium, rats 6579. 

Preprocholecystokinin cDNA, thyroid carcinoma, rats 4488. 

preproenkephalin B genes, man 1038. 

preproenkephalin genes, flanking regions 5'-terminus, promoters, man 5942. 

Preproglucagon, pancreas, cattle 878. 

prepromelittin cDNA, Apis mellifera 5292. 

preproopiomelanocortin genes, man 380. 

Primosomes, replication origin, assembly sites, F factors, Escherichia coli 5197. 

Bee Leong glutamate kinase, glutamate-semialdehyde dehydrogenase, Escherichia 
coli i: 

prochymosin genes, transformation, gene expression, Saccharomyces cerevisiae host 
systems 3321. 

procollagen a-chain, man 1727. 

procollagen genes, vertebrates 353. 

procollagen subunits genes, exons localization, chickens 7260. 

proenkephalin genes, man 1014. 

prolactin genes, 5-bromodeoxyuridine sates amplification, pituitary, rats 1071. 

promoters, 5'-terminus, tubulin genes, Chlamydomonas reinhardtii 5172. 

Promoters, association antigen T transcription, SV40 3280. 

promoters, effects on protamine genes RNA biosynthesis, cell-free system 4421. 

Promoters, growth stage, sporulation, Bacillus subtilis 5425. 

Promoters, melibiose operon, Escherichia coli 5294. 

promoters, polyoma virus, SV40 347. 

promoters, recognition specificity, RNA polymerase, Bacillus subtilis 5506. 

ole regions, transcription, corticotropin, lipotropin genes, HeLa cells 


Promoters, regulation, Escherichia coli 7529. 

pone: role RNA biosynthesis, fibroin genes, characterization, Bombyx mori 

promoters, rmB gene transcription, Escherichia coli 6757 

promoters, statistical analysis 1683. 

Proopiomelanocortin mRNA, neurointermediate lobe, pigs 873. 

Proopiomelanocortin precursors, MRNA, genetic variance, Onchorynchus keta 5727. 

prostatic-binding protein C3(1) gene, comparison C3(2) gene, rats 5261. 

protein C genes, structure, Bacillus megaterium 4479. 

C-protein genes, cDNA, chromosome 1, liver, man 4500. 

protein PB2 genes, amino acid sequence predictions, fowl plague virus 3156. 

protein P3, protein P4 RNA, strains, alfalfa mosaic virus 5728. 

protein p53 cDNA, mice 7253. 

proteinase genes, Bacillus subtilis 7388. 

proteins association transport, defective mutant, tobacco mosaic virus 1707. 

Proteins genes, computer programs 3058. 

proteins genes, localization methodol 3047. 

PSbA gene, trnH gene, chloroplasts, Glycine max 397. 

purification DNA, spermatozoa, Clupeidae 5110. 

purine nucleoside-phosphorylase cDNA, structure, man 7225. 

pyrE gene, orotate phosphoribosy! transferase, Escherichia coli 3165. 

Ra-v-ras gene, rat sarcoma virus 1778. 

rabbits immunoglobulin G heavy chains constant region genes 5168. 

N-ras gene, activation mechanisms, fibrosarcoma cell lines, man 7240. 

c-ras gene, cloning, Saccharomyces cerevisiae 2355. 

ras gene, flanking regions, protein p21 association, Harvey sarcoma virus 7275. 

N-ras gene, man 988. 

c-ras2 gene, pseudogenes, X chromosome, man 3079. 

c-ras gene, Saccharomyces cerevisiae 7347. 

reaction centers subunits, Rhodopseudomonas sphaeroides 3157. 

reading frames, Aspergillus nidulans mitochondria, homology man 3780. 

recA protein mutation, escherichia coli 5263. 

recognition sites, endodeoxyribonuclease 6166. : 

recognition sites flanking regions, effects on endodeoxyribonuclease EcoR! 
activity, Escherichia coli 4800. q 

recombination, integration sites, adenovirus (human) 2+SV40 hybrids 3804. 

recombination junctions, adenovirus (human) 12+KB cells 5898. 

recombination sites homology, plasmids, Staphylococcus aureus 5995. _ 

recombination sites, murine leukemia virus, activation, Kirsten sarcoma virus 
7289. 

recombination sites, temperature-sensitive excision, polyoma virus DNA, 
transformed cells, mice 5933. 

recombination sites, transposon Tn3 5220. 

recombination sites, transposon Tn501, transposon Tn1721 5271. 

regA gene, proteins characterization, phage 14 7314. : 

T region insertion, plasmid pTiA66, association Ti plasmid, Agrobacterium 
tumefaciens 6615. i . : 

regulation immediate early region genes transcription, herpes simplex virus 1 

954. 

regulat nes, pyrimidines pathway, Saccharomyces cerevisiae 1755. 

vl Bares, sank regions, c-rel gene comparison, avian reticuloendotheliosis 
virus 6424. eh a 

relationship 3'-terminus formation, histone H2A mRNA, Psommechinus miliaris 2925. 

relationship chloramphenicol, oligomycins resistance, mitochondria, mice 1631. 

relationship chromatin organization, nuclei matrix, BALB/3T3 cells 6263. 

relationship DNA repair, U.V. radiation induction DNA damage, models 3247. 

relationship lactose operator binding repressors specificity 5981. 

relationship nucleosomes distribution, conformational analysis 3474. 

relaxin precursors genes, cDNA, ovary, man 7402. 

renin genes, man 395. 

renin genes, submaxillary yore, kidney, mice 5237. 

renin Ren1 gene, mice 6556. ' 

repeated sequence C family, rabbits 5206. . 

repeated sequence DNA, Cercopithecus aethiops Kpn! family homology mice BamHI 
ties ec DNA, rats 1764 

repeated sequence, , fa by 

repeated sequence DNA, restriction endonuclease mapping, Vicia faba 7293. 

repeated sequence, epidermal growth factor, mathematical models, mice 7325. 
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repeated sequence, genome, mice 1767 

repeated sequence, localization, computer programs, rats 3055 

repeated sequence, long terminal repeat, gibbon-ape leukemia virus 7221 

repeated sequence, rats 5225 

repeated sequence, restriction endonuclease mapping, telomeres, Trypanosoma 
brucei 6640. 

repeated sequence, role antigenic variants, Trypanosoma brucei 7209 

repeated sequence satellite DNA, Mus musculus 229 

repeated sequence satellite DNA, Xenopus laevis 981 

repeated sequence, sheep 3161 

repeated sequence, tandem, inverted repeat, Xenopus laevis 5181 

repeated sequence, telomeres, polytene chromosomes, Drosophila melanogaster 7218 

repeated sequence, telomeres, Secale cereale 368. 

repeated sequence transposons, long terminal repeat, mice, Drosophila 
melanogaster 360. 

repetitive, DNA, comparison cDNA 1053. 

teplication initiation sites, single-stranded DNA, use deletion mutant, phage 
®X174 1679 

replication origin, adenovirus 1084 

replication origin binding plasma membranes, Escherichia coli 3129 

replication origin, chromosomes, adenovirus 5259 

replication origin, computer programs 3035. 

replication origin, initiation, nucleotide sequence, plasmids gene A proteins 
use, phage ®X174 7304 

replication origin. plasmid pCM959, Escherichia coli 5219 

replication origin, proteins binding, deletion mutant, deoxyribonuclease |, 
adenovirus (human) 2 5926. 

replication termination regions, transduction, Bacillus subtilis 1181 

requirements, hormones induction a2u-globulin genes, liver, rats 348 

resolvase tnpR gene, homology transposon Tn21, transposon Tn501, transposon 
T1721 1004. 

respiratory syncytial virus 5162. 

restriction endonuclease mapping, DNA, plasmids, Caedibacter taeniospiralis 4565, 

restriction endonuclease mapping, DNA, Rous sarcoma virus 2339. 

restriction endonuclease mapping, DNA, transformation, measles virus 3316 

restriction endonuclease mapping fragments, comparison DNA polymerase genes, 
adenovirus (human) 5 5974 

resign endonuclease mapping, hybridization analysis, herpes simplex virus 1 

restriction endonuclease mapping, hybridization analysis, DNA, entomopoxvirus 


restriction endonuclease mapping, site-directed mutagenesis induction, amino acid 
sequence, computer programs 3358. 

restriction endonuclease mapping, vimentin genes, hamsters 3214. 

retinol-binding protein genes, liver, man 1724. 

retrovirus (avian) v-mht gene, homology murine sarcoma virus v-raf gene, role 
transformation 3629. 

retrovirus, interaction eukaryotes, gene expression, reviews 5603. 

rhinovirus (human) 2, homology poliovirus 2 6431 

ribonuclease RNA components rnpB gene, temperature-sensitive mutant, Escherichia 
coli 1650. 

ribosomal protein L32 rpL32 gene, introns, mice 5303. 

ribosomal protein L5 receptors, rRNA 5S, ribosomes, liver, rats 5737. 

ribosomal protein S33 genes, yeasts 1021. 

ribosomal proteins genes, structure, codons specificity, Drosophila melanogaster 
7316. 

ribulosebisphosphate carboxylase genes, chloroplasts, Euglena gracilis 6655. 

ribulosebisphosphate carboxylase genes, Lemna gibba 1704. 

ribulosebisphosphate carboxylase genes, Triticum aestivum 1673. 

ribulosebisphosphate carboxylase rbcL gene, MRNA, chloroplasts, Hordeum vulgare 
7102. 

ribulosebisphosphate carboxylase rbcL gene, Petunia hybnda 7593. 

ribulosebisphosphate carboxylase small subunit genes, Anacystis nidulans 328. 

ribulosebisphosphate carboxylase subunits, cDNA structure, Triticum aestivum 


2383. 

ribulosebisphosphate carboxylase subunits genes point mutation, chloroplasts, 
Chlamydomonas reinhardtii 6020. 

ribulosebisphosphate carboxylase subunits, LS gene, mitochondria, comparison 
chloroplasts, Zea mays 3200. 

RNA 5'-terminis, polymorphism, tobacco mosaic virus 1056. 

RNA 3'-terminus, encephalomyocarditis virus 4355. 

RNA 3'-terminus, rabies virus comparison vesicular stomatitis virus 3643. 

RNA, association protein biosynthesis initiation, termination, 
encephalomyocarditis virus 7099. 

RNA, association tumors, gene expression, rats 2924. 

RNA biosynthesis, termination factors, algorithms, Escherichia coli 7166. 

RNA biosynthesis termination, localization, Drosophila 2381. 

RNA, bluetongue virus 7089. 

RNA, characterization defective-interfering particles generation, vesicular 
stomatitis virus 4349. 

RNA defective-interfering particles, influenza virus 2903. 

RNA defective-interfering particles, restriction endonuclease mapping, Sindbis 
virus 2250. 

RNA, determination methodlogy 866. 

RNA, DNA, costae Aided computer programs 3034. 

RNA, DNA, books 6996. 

RNA, DNA, computer programs, FORTRAN 10 3074. 

RNA, DNA, hybridization analysis, zoospores, Blastocladiella emersonii 5309. 

RNA, epidemiology, influenza virus 2904. 

RNA, Epstein-Barr virus, association, membrane proteins 4524. 

RNA, fowl plague virus comparison influenza A virus 2907. 

RNA fragments, hybridization analysis, probes specificity, phage M13 6648. 

RNA, gene products amino acid sequence, conservation regions, Aino virus 2909 

RNA, gene products, foot-and-mouth disease virus 2920. 

RNA genes, Attacus ricini 5975. 

RNA genes, hybridization analysis, strains homology, influenza virus 2902 

RNA genes, introns, flanking regions, Bombyx mon 7307. 

RNA genes promoters, comparison eukaryotes tRNA genes, adenovirus (human) 2 986 

RNA genes, spacer region, heterogeneity, rats 7310. 

RNA genomes 3'-terminus, Sendai virus 865 

RNA genomes, influenza A virus 175 

RNA, hemagglutinins genes, influenza A virus 171 

RNA, hemagglutinins genes, influenza A virus 172 

RNA, homology, avian infectious bronchitis virus 2906 

RNA, hybridization analysis, nuclei, liver, brain, sheep 1519 
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Nucleotide sequence, (continued) 

RNA, Korean hemorrhagic fever virus 1530. 

RNA, methodology 5746 

RNA, methology, encephalomyocarditis virus 5031. 

RNA, nucleoproteins genes, influenza B virus 3642. 

RNA polymerase genes, coxsackievirus B3 6415 

RNA polymerase genes, transformation, phage T7 4533. 

RNA polymerase | transcription initiation sites, Kluyveromyces lactis, Hansenula 
wingei, comparison Saccharomyces 3097 ost 

RNA polymerase promoters, homology, computer programs, Escherichia coli 3116. 

RNA polymerase ropB gene, mutations, rifamycins antibiotic resistance, 
Escherichia coli 6904. 

RNA polymerase rpoC gene, Escherichia coli 6900. > 

RNA recombination, induction babR locus polymorphism, Babesia bovis 4359. 

RNA, restriction endonuclease mapping, cowpea mosaic virus 5729. 

RNA, rotavirus (human) 6417 

RNA, Sindbis virus 3635. 

RNA 7SL cDNA, secondary structure, Drosophila comparison man 7392 

RNA, tobacco streak virus 2919 , 

mRNA 5' terminus, RNA biosynthesis, coronavirus (murine) 6454. 

mRNA 5'-terminus, translation initiation sites, eukaryotes 2895. 

MRNA, actin, skeletal muscle, man 7109. ‘ 

mRNA, antigens, 5'-terminus homology, trypanosoma brucei 7096. 

MRNA, cytoplasm, embryos development, Echinoidea 4353. 

MRNA, double-stranded RNA, defective mutant, Saccharomyces cerevisiae killer 
factor 7068. 

mRNA genes, 5'-terminus, Trypanosoma brucei comparison Trypanosoma vivax, 
Trypanosoma cruzi 7408. , : 

MRNA, glutamyl-alanyl-tyrosine monoclonal antibodies, immunoglobulins variable 
region, J region, D region heavy chains 5023. 

mRNA, hybridization analysis, polyribosomes, Pisum 1517 

MRNA leader sequence, avian infectious bronchitis virus 6432. 

MRNA, monoclonal antibodies use, immunoglobulins variable region amino acid 
sequence 2898. 

MRNA, overlaid genes nucleotide sequence, Sendai virus 5910. 

MRNA, oxazolone immunoglobulin G, idiotypes 2255. 

MRNA, phosphorylcholine antibodies, idiotypes 2254. 

mRNA, prostatic binding protein subunits, prostate, rats 1515. 

mRNA, protein biosynthesis inhibition, cell-free system, Paramecium primaurelia 
6493. 

mRNA, regulation RNA biosynthesis, Sendai virus, vesicular stomatitis virus 
homology 7094. 

MRNA screening, DNA Drosophila virilis 5976. 

mRNA, structure, termination factor rho, protein biosynthesis, phage A 2878. 

mRNA, transcription promoters, identification, herpes simplex virus 1 7092 

mRNA vasoactive intestinal peptide, peptide histidine isoleucine, carcinoma, man 
4345 


MRNA 16S late region, ribosomes enumeration, SV40 3630. 

mRNA-guanylytransferase genes, vaccinia virus 6594. 

rRNA DNA insertion sequences, Drosophila melanogaster, comparison Drosophila 
simulans, Drosophila mauritiana 4558. 

rRNA genes, 5'-terminus flanking regions, Dictyostelium discoideum 7349. 

rRNA genes, Ascaris lumbricoides 3080. 

rRNA genes, demethylation, Xenopus laevis, Xenopus borealis 341. 

rRNA genes, Dictyostelium discoideum 3032. 

rRNA genes flanking reson: mitochondria, hamsters 7261. 

rRNA genes, histidine HIS4 gene, strains, Saccharomyces 7427. 

rRNA genes, hybridization analysis, Plasmodium falciparum 7242. 

rRNA genes, localization transcription initiation sites, Xenopus borealis, 
comparison Xenopus laevis 1642. 

rRNA genes, Plasmodium berghei 7283. 

rRNA genes promoters, reviews, Xenopus laevis 18. 

rRNA genes, spacer region, function, Saccharomyces cerevisiae, Saccharomyces 
carisbergensis 7108. 

rRNA genes spacer region repeated sequence DNA, homology transposon Tn3, 
Chironomus thummi 336. 

rRNA genes transcription initiation regions, homology Saccharomyces rosei, 
Saccharomyces carlsbergensis 320. 

rRNA genes transcription initiation sites, Physarum polycephalum 1676. 

tRNA genes, transposition characterization, Chironomus thummi 5286. 

rRNA genes, Trypanosoma brucei 5950. 

rRNA genes, Xenopus borealis 1637. 

rRNA operon, RNA biosynthesis initiation sites, Saccharomyces carisbergensis 
3101. 

rRNA operons, chloroplasts, Euglena gracilis bacillaris 4562. 

rRNA operons spacer region, Methanococcus vannielii 374. 

rRNA precursors, snRNA U3, genes. regulation, RNA biosynthesis 7112. 

rRNA precursors, snRNA U3, RNA biosynthesis, chickens 7114. 

rRNA, secondary structure, 3'-terminus, bacteria, yeasts, mitochondria, 
chloroplasts, Mammalia, reviews 7021. 

rRNA small subunit 3'-terminus, methylation specificity, mitochondria, Aedes 
albopictus 6414. 

rRNA 16S, Escherichia coli 2918. 

pel 16S oe 5'-terminus flanking regions, comparison rRNA 23S genes, Bacillus 
subtilis 182. 

rRNA 16S genes, Halococcus morrhuae 7256. 

*RNA 16S genes promoters, Halobacterium halobium 6635. 

rRNA 16S, Halobacterium volcanii 2244. 

rRNA 17S genes, rRNA 35S genes, 5'-terminus, Tetrahymena thermophila 3099. 

tRNA 18S+rRNA5.8S +rRNA 26S genes + spacer region, Lytechinus variegatus 3193. 

rRNA 18S 5'-terminus, mice 1509. 

rRNA 18S, DNA, Drosophila melanogaster 3189. 

tRNA 18S genes, comparison, yeasts, Xenopus, rats, mice 3166. 

tRNA 18S genes, mitochondria, Triticum aestivum comparison rRNA 16S genes, 
Escherichia coli 3136. 

rRNA 18S genes, mitochondria, Zea mays 7300. 

rRNA 188, rabbits 7101. 

rRNA 21S genes introns, mitochondria, Kluyveromyces thermotolerans, comparison 
Saccharomyces cerevisiae 5992. 

rRNA 23S genes, Anacystis nidulans 5980. 

Pas bps: genes, flanking regions, Anacystis nidulans, Escherichia coli homology 

tRNA 26S genes, Drosophila 6012. 

rRNA 28S genes, mice 7410. 

rRNA 28S genes, rats 1694. 

rRNA 28S genes, Xenopus laevis 1696. 
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Nucleotide sequence, (continued) 
rRNA 28S, secondary structure, rats 7104. 


rRNA 58S, Aspergillus, Penicillium, Acremonium, Candida 7396. 

rRNA 5S, Bresslaua vorax comparison Euplotes woodruffi, Chlamydomonas 2257. 

rRNA 58, chloroplasts cell culture, Marchantia polymorpha, Jungermannia subulata 
7103. 

rRNA 5S, Coprinus cinereus 871 

rRNA 58S, cytoplasm, Equisetum arvense 2893. 


rRNA 5S, diversity indices, geographic distribution, ecological distribution, 
Vibrio cholerae 4368 

rRNA 58, Dryopteris acuminata, Equisetum arvense 2894. ; or: 

7RNA 5S genes, Drosophila melanogaster, Drosophila simulans, Drosophila teissieri 
3205. 

rRNA 5S genes, flanking regions, Anacystis nidulans 5945. ae 

rRNA 5S genes, flanking regions, macronuclei development, transcription, 
Tetrahymena thermophila 7428. 

rRNA 5S genes, Xenopus borealis 294. , 

rRNA 5S multiple forms, comparison Lineus geniculatus, Emplectonema gracile 184. 

rRNA 5S multiple forms, liver, brain, chickens 668. A 

rRNA 58, Rhizoctonia crocorum, Rhizoctonia hiemalis, Exobasidium vaccinii, 
Trichosporon oryzae, Tilletia controversa, Tilletiara anomala, Dacrymyces 
deliquescens, Coprinus radiatus 867. 

rRNA 5S, secondary structure, Basidiomycetes 6433. . : , 

rRNA 5S, Staphylococcus aureus, Staphylococcus epidermidis, Micrococcus griseus 
5025. 

rRNA 5S, Streptococcus cremoris 181. ont 

rRNAS5S, tRNA genes, operons identification, chromosomes, Methanococcus vannielii 
7378. 

rRNA 5.88, Hymeniacidon sanguinea, Arton rufus 881. 

rRNA 5.8S processing, genetic variance, mice, rats 5743. 

rRNA 5.8S, rRNA 5S 5730. 

snRNA genes, Xenopus laevis, homology RNA polymerase li genes, man, rats 2344. 

snRNA U2 genes, rats 1692. 

snRNA U2 pseudogenes, man 3076. 

snRNA U5 multiple forms, nuclei, Pisum sativum 1518. 

snRNA U5, secondary structure, Crypthecodinium cohnii 2897. 

snRNA US, Tetrahymena pyriformis, chickens, ducks, Phasianus 1513. 

snRNA 5.4S, mice 7070. 

tRNA 5682. 

tRNA Arg genes, RNA biosynthesis, yeasts 5930. 

tRNA Arg, tRNA Gin, liver, cattle 7043. 

tRNA Asn genes, man 5291. 

tRNA, books 2093. 

tRNA, chloroplasts, reviews, Zea mays, ao the Cyanophora, Leguminosae 4907. 

tRNA Cys, tRNA Asp genes, chloroplasts, Spinacea oleracea 1674. 

tRNA gene mapping, chloroplasts, Nicotiana tabacum 7245. 

tRNA, gene mapping, chloroplasts, Vicia faba 7233. 

tRNA genes 5940. 

tRNA genes clusters, mice 1672. 

tRNA genes flanking regions, 5'-terminus, Saccharornyces cerevisiae 2358. 

tRNA genes, gene mapping, rats 7382. 

tRNA genes, liver, rats 1711. 

tRNA genes, mitochondria DNA, evolution, Aedes albopictus 5269. 

tRNA genes, Schizosaccharomyces pombe 1706. 

tRNA genes spacer region, polymorphism, mitochondria, rats 391. 

tRNA Gly genes, flanking regions, Bombyx mori 7232. 

tRNA Gly, tRNA Arg genes, chloroplasts, Nicotiana tabacum 3178. 

tRNA His, ribosomal protein S19 genes, chloroplasts, Nicotiana debneyi, Spinacea 
oleracea 7255. 

tRNA lle, Saccharomyces cerevisiae 5734. 

tRNA, initiation factors, Mycobacterium smegmatis, Streptomyces comparison 6364. 

tRNA Leu, chloroplasts, Glycine max comparison Phaseolus, Zea mays, Spinacea 
oleracea 7042. 

tRNA Leu genes, gene mapping, qu gene association, Neurospora crassa 7308. 

tRNA Leu genes, linkage analysis, Escherichia coli 4481. 

tRNA Leu, mammary gland, cattle 2837. 

tRNA Leu, spectrophotometry, mammary gland, cattle 2836. 

tRNA like structure, 3'-terminus, barley stripe mosaic virus 7080. 

tRNA Lys, liver, rats 2840. 

tRNA Lys, mitochondria, Aedes albopictus 1463. 

tRNA Met, structure, mitochondria, Aedes albopictus, Drosophila homology 7044. 

tRNA Phe genes, correlation tertiary structure, yeasts 4305. 

tRNA Pro, Salmonella typhimurium 2839. 

ee ee amino acids specificity, prokaryotes, comparison eukaryotes 

tRNA, relationship specificity enzymes recognition, Escherichia coli, Salmonella 
typhimurium, phage T4 2204. 

tRNA, reviews 123. 

tRNA, rRNA, homology, Escherichia coli, yeasts 5750. 

tRNA, rRNA 5S, rRNA 5.8S, endodeoxyribonuclease, books 6300. 

tRNA Ser, mitochondria, Aedes albopictus 4977. 

tRNA Ser, tRNA Gin genes, chloroplasts, Nicotiana tabacum 1741. 

tRNA termination suppressors, Escherichia coli 4475. 

tRNA Thr, tRNA Glu, tRNA Tyr genes, chloroplasts, Vicia faba 7419. 

tRNA Trp, function, Triticum, yeasts 7045. 

tRNA Tyr genes, promoters, yeasts 1024. 

per tye Nicotiana tabacum, RNA biosynthesis, regulation tobacco mosaic virus 

role, DNA biosynthesis, adeno-associated virus 5339. 

role DNA, plasmid pBR322, plasmid pACYC184 recombination, Escherichia coli 7294. 

role methionyl-tRNA synthetase recognition tRNA fMet 5693. 

role, promoters function, Escherichia coli 339. 

rrnB operon promoters, gene libraries, Bacillus subtilis 286. 

rrnO operon, rmA operon, Bacillus subtilis 287. 

rudimentary gene, pyrimidines biosynthesis, Drosophila melanogaster 5307. 

Rz gene, phage \ 5901. 

S2 gene, reovirus 7331. 

satellite DNA, Cucumis melo 4549. 

satellite DNA, Gecarcinus lateralis 364. 

satellite DNA, methylation sites, spermatocytes, somatic cells, mice 7425. 

satellite DNA, repeated sequence, Rattus 3082. 

satellite DNA, sheep homology cattle 5231. 

satellite DNA, Sinapis alba 5240. 

satellite RNA, cucumber mosaic virus 2908. 


Be RNA, myrobalan latent ringspot virus comparison tomato black fing virus 
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Nucleotide sequence, (continued) 

satellite RNA, tomato black ring virus 7093. 

secondary structure, rRNA 5S 1516. 

seminal vesicle secretions genes, rats 6017. 

L-serine dehydratase genes, clones, man 1756. ‘. 

serine proteinase genes, homology nerve growth factor genes, submaxillary gland, 
mice 1754. 

sex determination loci, RNA biosynthesis, mice, Serpentes, Drosophila 6551. 

oho sanded DNA-binding protein genes, comparison Escherichia coli, F factors 

single-stranded DNA-binding protein genes, phage IKe 676. 

c-sis gene, growth factors structure, man 5954. 

c-sis gene, man 7323. 

c-sis gene, man, association transformation regions, Simian sarcoma virus 4576. 

site selection, endodeoxyribonuclease, DNA 4543. 

soc gene, phage T4 4658. 

solid phase methods 6638. 

somatoliberin, cloning, man 406. 

somatomedin f-chain IGF-! gene, man 6659. 

somatomedin precursors genes, cDNA, liver, man 1034. 

spacer region, rRNA genes, Xenopus borealis, comparison Xenopus laevis 3176. 

specificity, DNA topoisomerase |, SV40 DNA, wheat germ, liver, rats 7634. 

specificity DNA-binding protein, detection methodology 682. 

specificity, DNA-binding protein, nuclei, oviduct, chickens 6989. 

specificity, echinomycin, tyrosine promoter binding, flanking regions 
conformation, Escherichia coli 7202. 

specificity, endodeoxyribonuclease Rsrll, use restriction endonuclease mapping, 
Rhodopseudomonas sphaeroides 6893. 

specificity, endodeoxyribonuclease Sfil, Streptomyces fimbriatus 6891. 

specificity, intercalating apene: oligodeoxyribonucleotides 4289. 

splice junctions, relationship proteins structure, Mammalia, bacteria 5212. 

splicing, nonstructural proteins gene 8 MRNA, influenza virus 5077. 

SpoOH gene, promoters, Bacillus licheniformis 3122. 

sporozoites cell surface antigens genes, Plasmodium knowlesi 1018. 

c-src gene, c-ab! gene, homology v-src gene, v-abl gene, Drosophila 1660. 

src gene, CDNA, chickens 7440. 

Staphylococcus aureus neutral proteinase sak gene 1632. 

Statistical analysis, books 2094. 

streptococcus group A antibodies variable region heavy chains genes, mice 5900. 

structure, adenovirus integration sites, DNA, recombination, reviews 4218. 

structure, ground squirrel hepatitis virus 4518. 

structure, JC virus 4573. 

subgenomic RNA, formation, influenza A virus 864. 

substance P precursors, brain, cattle 337. 

subtilisin genes, Bacillus amyloliquefaciens 1058. 

subtilisin genes, Bacillus subtilis 3782. 

subtilisin sprE gene promoters, Bacillus subtilis 5178. 

superoxide dismutase, chromosome 21, man 875. 

supG gene, supL gene ochre mutant tRNA Lys, Escherichia coli 1462. 

suppressors tRNA, flanking regions, characterization, liver, chickens 3194. 

SV40 transformed cells, mutation, guinea-pigs 6598. 

T cell growth factor, leukemia cell lines 4490. 

T cell leukemia virus genomes, leukemia cell lines 7075. 

tandem repeated sequence, fibroblasts, man 5252. 

tandem repeated sequence, flanking regions, DNA, Xenopus laevis 6024. 

tar gene, Salmonella typhimurium 1753. 

tar gene, tsr gene, tap gene, gene products, Escherichia coli 3167. 

telomeres modification, antigens genes, RNA biosynthesis, Trypanosoma brucei 
7345. 

telomeres, Tetrahymena thermophila, Glaucoma chattoni 367. 

telomeres, vaccinia virus 343. 

temperature-sensitive mutant, cold tolerance, recombinants, gene expression, role 
host systems, influenza A virus 3627. 

temperature-sensitive mutant DNA, herpes simplex virus 1 3838. 

terminal protein genes, phage 29, reviews 4213. 

termination codons, synthetase genes: phage MS2 5741. 

termini, insertion sequence 15 1036. 

5'-terminus, Bg lactosidase LAC4 gene, Kluyveromyces lactis 3159. 

5'-terminus mRNA, SV40 174. 

5'-terminus pro-opiomelanocortin mRNA, pituitary, rats 7088. 

3'-terminus, RNA, barley supe mosaic virus 5742. 

3'-terminus, RNA, influenza C virus 3645. 

5'-terminus RNA, poly(A)-containing, flacherie virus 5029. 

5'-terminus vitellogenin genes, chickens 3078. 

tetA gene, tetR gene promoters, transposon Tn10 297. 

tetracycline antibiotic resistance genes, plasmid pBR322 5217. ‘ 

tetracycline antibiotic resistance, homology transposon 10, Haemophilus 
parainfluenzae 7341. 4 

tetracycline antibiotic resistance tetA gene, transposon Tn10, plasmid pBR322, 
Escherichia coli 5324. 

tetracycline antibiotic resistance, tetR gene, 3'-terminus, transposon Tn10, 
Escherichia coli 7359. het / 

tetrahydrofolate dehydrogenase genes, hamsters, Escherichia coli 2337. 

tetrahydrofolate dehydrogenase genes, laboratory animals homology man 5218. 

thalassemia genes deletion 3'-terminus, man 5972. 

thalassemia genes, gene mapping, reviews, man 2101. Fhe . 

threonine synthase thrC gene+3'-terminus flanking regions, Escherichia coli 372. 

thylakoid membranes proteins genes, transcription, Nicotiana tabacum 5278. 

thymidine kinase genes, herpes simplex virus 2 comparison herpes simplex virus 1 
2368. 

thymidine kinase tk gene, gene regulation, herpesvirus 6106. . 
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en Tn2501, characterization, relationship transposon Tn951, Escherichia 
coli 4476. 

transposon Tn insertion, plasmid pCG86, Escherichia coli 7366. 

transposon Tn3, relationship transposition immunity, plasmids 5959. 

transposon Ty1, gene fusion B-D-galactosidase genes, gene expression, 
Saccharomyces cerevisiae 2686. 

transposon Ty1, Saccharomyces cerevisiae 322. 

transposons, Trypanosoma brucei 6004. 

transposons, Zea mays 5308. 

trfA gene, R factor RK2 6653. 

trfA promoter, trfB promoter, R factor RK2 7399. 

triosephosphate isomerase genes, Escherichia coli 5311. 

tryptophan biosynthesis trp gene, Caulobacter crescentus 7385. 

tryptophan operon, Citrobacter freundii 7423. 

tryptophan operon, Escherichia coli 2340. 

tryptophan operon bdpia regions, Escherichia coli 4540. 

tryptophan trpE gene, trpD gene, Bacillus subtilis 5183. 

a-tubulin, B-tubulin genes, evolution, Lytechinus pictus, chickens, rats, 
pigs 3796. 

B-tubulin genes, Alu family repeated sequence, man 7235. 

B-tubulin genes, gene families, pseudogenes, man 3196. 

B-tubulin genes, Leishmania tropica 5289. 

tubulin genes, man comparison rats 1640. 

tubulin genes, regulation, reviews 718. 

a-tubulin NDA2 genes, Schizosaccharomyces pombe 5229. 

type-! Alu family repeated sequence DNA, comparison Galago crassicaudatus, Aotes, 
man 387. 

type-II Alu family repeated sequence DNA, comparison Galago crassicaudatus, man 
392. 

tyrosine aminotransferase genes 5'-terminus, liver, rats 6671. 

ubiquinol-cytochrome c reductase genes, mitochondria, yeasts 7320. 

ubiquinol-cytochrome c reductase subunits genes, mitochondria, Saccharomyces 
5998. 

unc-54 gene, rods, Caenorhabditis elegans 1726. 

urinary tract proteins gene families, cDNA, liver, endocrinology, gene 
regulation, mice 7271. 

use, amino acid sequence, angiotensinogen precursors, man 6549. 

use, amino acid sequence, cytokeratin, epidermis, evolution, Xenopus laevis 6581. 

use, comparative biology, reviews 19. 

uvrD gene, Escherichia coli 6634. 

uvrD gene regulatory regions, comparison LexA protein binding sites, Escherichia 
coli 5963. 

var1 gene, hybridization analysis, mitochondria, Saccharomyces cerevisiae 1752. 

variants, polyoma virus 290. 

vasopressin, neurophysin precursors genes, rats 5258. 

Vibria cholerae toxins genes, operons, deletion mutant analysis 1748. 

vimentin cDNA, helix structure, hamsters 6022. 

viriods homology, cDNA, cucumber pale fruit viriod, hop stunt disease virus 7074. 

virulence vir locus, Ti plasmid, Agrobacterium tumefaciens 3788. 

vitellogenin genes, 5'-terminus, Xenopus laevis, chickens 5989. 

VL30 family long terminal repeat, mice 3180. , 

whey acidic protein mRNA 5'-terminus, rRNA 18S interaction, mice 1512. 

xanthine phosphoribosyltransferase gpt gene, Escherichia coli 1656. 

xanthine phosphoribosyltransferase gpt gene, Escherichia coli 1658. 

xylose isomerase, xylulokinase genes, clones, Escherichia coli 1749. 

yeasts autonomously replicating sequence, gene mapping, chloroplasts, 
Chlamydomonas reinhardtii 3100. 

yeasts telomeres, Oxytricha fallax termini effects on formation 3827. 

zein pML1 gene, promoters, Zea mays 3169. 

Nucleotides, 

adenylation, oxidation stress, Salmonella typhimurium 4961. ‘ 

analogs, high-pressure liquid bobeaty i purification, triethylammonium 
bicarbonate buffers, methodology - 

analogues, preparation, synthesis S5. E 

base stacking, hydration effects on, thymine, mathematical models 5619. 

binding carcinoma proteins, amino acid sequence, urinary bladder, man 4179 

biosynthesis inhibitors, pyrimidine nucleosides derivatives, cytotoxicity 7028. 

cross-linking core protein, U.V. radiation, reovirus 7689. 

cross-linking, tertiary structure tRNA Phe, use psoralen, yeasts 4976. 

doxorubicin interaction, fluorescent probes 5382. 

Escherichia coli recA protein binding 600. : 

fluorescence, phenylalanyl-tRNA synthetase substrate specificity, kinetics, 
Escherichia coli 815. 

guanosine conformation, N.M.R. 5655. 

+5-hydroxytryptamine + histamine storage, granules, N.M.R., platelets, pigs 2153 


185 


Subject Index 


Nucleotides, (continued) 

incorporation, DNA polymerase (RNA-dependent) activity, CTP effects on, avian 
myeloblastosis virus 7626. 

inhibition B-D-galactosidase gene expression, phage A, plasmids 3692. 

insertion tRNA Gly, nonsense mutant, , missense mutant suppressor mutant, 
Escherichia coli 4978. 

interaction magnesium chloride, N.M.R., granules, platelets, pigs 2155. 

isolation, liquid chromatography methodology, reviews 2113 

liquid chromatography 720. 

mathematical models, hydration effects on base stacking 5619. 

mediation elongation factor 2 interaction ribosomes, microsomes, liver, rats 
4331. 

metals chelation, base stacking, N.M.R. 2158. 

peptides binding, synthesis, proteinase, nuclease effects on, reviews 3516. 

radioactive labelling, synthesis, use Escherichia coli enzymes 5652. 

radioactive labeliing, technetium, tumors localization, cell lines, man 4276. 

separation, high-performance liquid chromatography, methodology 754. 

separation, high-pressure liquid chromatography 757. 

specificity, antigen T receptors, methylation, ethylation, SV40 5964. 

5'-terminus, role, rRNA 5S 3’-terminus processing, Escherichia coli 914. 


Nutrients, 

metabolites, effects on DNA biosynthesis, liver, rats 6093. 
Nutrition, 

effects on RNA, metabolites excretion, children 4409. 

relationship ribosomes biosynthesis mRNA regulation, Tetrahymena pyriformis 4674. 
Nutritional shifts, 

ribosomal proteins, rRNA, protein biosynthesis, RNA biosynthesis coordination, 

Tetrahymena pyriformis 4400. 


O6-alkyiguanine-DNA alkyltransterase, 

activity, tumors, brain, nan 4130. 
Occupational exposure, 

benzene, chromosome aberrations, sister chromatid exchange, lymphocytes 

cytogenetics, man 4854. 

benzene, chromosome aberrations, sister chromatid exchange, man 5547. 

pesticides, effects on sister chromatid exchange lymphocytes, man 3479. 
Ochratoxin A, 

analogs, effects on yeasts aminoacyl-tRNA synthetase, hepatoma growth, protein 
biosynthesis 5692. 
ngi, metabolites, effects on phenylalanyl-tRNA synthetase, yeasts, protein 
biosynthesis, hepatoma, cell lines 3599. 
Ochre mutant, 

supG gene, supL gene tRNA Lys, nucleotide sequence, Escherichia coli 1462. 
Octopine synthase, 

genes, Ti plasmid, gene expression, crown gall, tumors, plants 1920. 
Octopus vulgaris, 

optic lobe, testes, nuclei, DNA-binding protein 6986. 
Oenothera berteriana, 

mitochondria, cytochrome c oxidase subunits genes, introns, nucleotide sequence 

6016. 

Oerskovia xanthineolytica, 

lyticase, RNA, DNA isolation methodology, yeasts 6399. 
06-ethyideoxyguanosine, 

ONA, N-nitrosodiethylamine induction, hepatocytes, rats 5127. 
04-ethyideoxythymidine, 

DNA, N-nitrosodiethylamine induction, hepatocytes, rats 5127. 
06-guanine, 

methylation, GTP, effects on DNA biosynthesis 5392. 
Okazaki fragments, 

hybridization analysis, metabolism, Ehrlich ascites tumor cells 5958. 

nucleotide sequence specificity, DNA biosynthesis, SV40 6707. 
Olaquindox, 

feeds containing, dose-response effects, sister chromatid exchange, hamsters 


Oligo{A), 
ee eee mosaic virus capsid protein, assembly, nucleation, characterization 
Oligo(T), 
fluorescence, poly(A), lasers scission 5665. 
synthesis 4293. 
2’,5'-Oligo(A), 
activation ribonuclease, interferon inhibition viruses replication, reviews 1410. 
analogs, conformational analysis, N.M.R., C.D. 111. 
analogs, synthesis, phosphotriester method, (2-carboxyethyl)-ethylidene 
derivatives, methodology 5661. 
conformational analysis, N.M.R., C.D. 112. 
dependent, endonuclease, tubercidin binding, L cells, mice 4973. 
effects on protein biosynthesis, interferon treatment encephalomyocarditis virus 
infection L cells 1456. 
inhibition mitogenicity mice fibroblasts 1929. 
isolation, gas chromatography, characterization, cells, tissues 3565. 
jevels, mammalian cells, yeasts, bacteria 4278. 
modulation, liver growth, rats 68. 
synthesis, RNA, a-interferon, B-interferon effects on, colon carcinoma, 
man 621. 
2',5’-Oligo{A) polymerase, 
activity, regulation, theophylline effects on, cell lines 6118. 
activity, small intestine, rats 581. 
MRNA, interferon stimulation, Ehrlich ascites tumor 580. 
Oligo{dC), 
cellulose chromatography, oligo(dG) containing DNA fragments purification 5840. 
Oligo(dG), 
DNA fragments containing, purification, oligo(dC) cellulose chromatography 5840. 


fu 


Oligoarabinonucleotides, 

conformational analysis, N.M.R., C.D. 113. 
Oligodeoxyribonucleosides, 

conversion, oligodeoxyribonucleotides synthesis, methodology 3578. 
Oligodeoxyribonucleotides, 

actinomycin D binding, conformation 72. 


a ee SS 


Oligodeoxyribonucieotides, (continued) 

+actinomycin D complex, N.M.R. 2832. 

alkylation, use yr 
N-methyl-N,N’-di(2-chloroethy!)-N'-(p-formylphenyl)-1 ,3-propylenediamine 79. 

base composition, electrochemistry anions, calf thymus, Bacillus cereus, 
Micrococcus luteus 4436. F ; 

binding, RNA polymerase, RNA biosynthesis, Escherichia coli 6174. 

bleomycin induction DNA breaks, nucleotide sequence 3802. 

configuration, nucleotide sequence effects on, nuclear Overhauser effect 2183. 

conformation, temperature effects on, N.M.R. 2186. , 

conformational analysis, B-form Z-form transitions kinetics, mathematical models 
3592. 

2'-deoxyadenosine, 2'-deoxycytidine pairing, conformation, dynamics, N.M.R. 5671. 

2'-deoxyguanosine, 2’-deoxyadenosine pairing, conformation, dynamics, N.M.R. 
5672 

DNA polymerase (RNA-dependent) primers, rRNA, double-stranded RNA tempiates, 
avian myeloblastosis virus 6186. 5 oe ‘ 

DNA topoisomerase | cleavage, substrate specificity, mechanisms, Escherichia coli 
1990. 

double-stranded, amino acid amides binding 1453. 

double-stranded, B-form, conformation, X-ray crystallography 2194. 

double-stranded, conformation, N.M.R. 2187. 

double-stranded, conformational analysis, mathematical models 97. 

double-stranded, stability, melting curve, nucleic acids changes effects on 3590. 

endodeoxyribonuclease BamH{1 interaction, nucleotide sequence cleavage 3401, 

ethidium bromide intercalation, thermodynamics 3570. 

fluorescence labelling, use phage T4 polyribonucleotide synthetase(ATP) 4131. 
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plasmid Adv, genetic control DNA biosynthesis, mathematical models, 
Escherichia coli 7461. 

plasmid ddv, mutants, regulation DNA biosynthesis, mathematical models, 
Escherichia coli 7460. 

plasmid EDP 208, restriction endonuclease mapping, Escherichia coli 298. 

plasmid Ent, enterotoxins genes, transformation, restriction endonuclease 
mapping, gene expression, Escherichia coli 3215. 

plasmid NAH7, cloning vectors, naphthalene oxidation genes transformation, gene 
expression, Pseudomonas putida 1949. 

plasmid NAH7, plasmid SAL1, nahA gene, gene mapping, hybridization analysis, 
electron microscopy 3778. 

plasmid NP1, DNA biosynthesis, DNA cell membranes bonds, Escherichia coli 6026. 

Plasmid pAB124, tetracycline antibiotic resistance tet gene, transformation, gene 
expression, Bacillus 3393. 

plasmid pACKC1, transformation plasmid pAMB1 replication origin, 
Streptococcus faecalis 2557. 

plasmid pACYC184, cloning vectors, F factors leader sequence stabilization 6846. 

plasmid pACYC184, ginF gene transformation, characterization, Klebsiella 
pneumoniae 2562. 


ne ages 84 mobilization, R factor R68.45 insertion sequence 21, Escherichia 
coli B 
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plasmid pAG6O, use, transformation, ameba, Dictyostelium discoideum 1190. 
plasmid pALS2, autonomously replicating sequence deletion, nucleotide sequence, 
Neurospora 7299. 
plasmid pAMB1, conjugation, characterization, Listeria monocytogenes, use 
cloning vectors, Streptococcus faecalis 3368. 
plasmid PAMB1, restriction endonuclease mapping, transformation replication 
origin 2557. 
plasmid pAMB1, Streptococcus faecalis, gene transfer, conjugation, Bacillus 
thuringiensis 1187. 
Plasmid pANL, clones, gene mapping, clones, replication origin, Anacystis 
nidulans 2373. 
plasmid pAS1, USP transformation nonstructural proteins influenza A virus 568. 
Plasmid pAT 153, DNA conformation, methylation, depurination effects on, role DNA 
repair 3000. 
Plasmid pAT153, netropsin binding DNA, Escherichia coli 259. 
plasmid pBA1, gene libraries, Bacillus anthracis toxins protection antigens 
genes, cloning, gene expression, Escherichia coli 1196. 
plasmid pBB29, DNA repair, comparison nuclei, Saccharomyces cerevisiae 5370. 
plasmid pBC16, plasmid pC 194, phage CP-51 transduction, Bacillus anthracis, 
Bacillus cereus, Bacillus thuringiensis 3301. 
plasmid pBD9, transformation megacin genes, Bacillus megaterium 2574. 
plasmid pBF4, Bacteroides fragilis, tetracycline antibiotic resistance genes, 
conjugation, gene expression 6875. 
plasmid pBK TK-1, cloning vectors construction, characterization, man cell lines, 
Escherichia coli 6848. 
plasmid pBM309, megacin A, megacin immunity genes, gene mapping, transformation, 
Bacillus megaterium 2574. 
plasmid pBR 322, cloning vectors, glutathione synthetase genes transformation, 
gene amplification, Escherichia coli 2667. 
plasmid pBRH4, promoters cloning vectors production 5416. 
plasmid pBR322+ adenovirus (human) 1 cosmids, tertiary structure effects on 
transduction 4049. 
plasmid pBR322+phage X, cosmids cloning vectors construction, thymidine 
kinase, ampicillin antibiotic resistance genes 2636. 
plasmid pBR322+ phage M13, cloning vectors, production single stranded DNA, 
nucleotide sequence 4061. 
plasmid pBR322+SV40, chromatin structure 1346. 
plasmid pBR322, U.V. radiation clastogenicity, effects on restriction 
endonuclease activity 959. 
Pies pBR322, B-D-galactosidase genes transformation, Klebsiella pneumoniae 
‘Te 
plasmid pBR322, B-lactamase genes, gene expression, temperature-sensitive 
mutant, Escherichia coli 2676. 
plasmid pBR322, acetamidase genes, protoplast fusion, Aspergillus nidulans 2606. 
plasmid pBR322, acetylornithine aminotransferase genes transformation, 
Escherichia coli 2572. 
plasmid pBR322 alkylation, effects on DNA repair, transformation efficacy, 
Escherichia coli 1210. 
plasmid pBR322, cleavage, DNA-binding protein isclation, ascites tumor cells 
6987. 
plasmid pBR322, cloning DNA, U.V. radiation mutagenesis, gene transfer 3755. 
plasmid pBR322, cloning vectors, threonine operons transformation, Escherichia 
coli 1910. 
plasmid pBR322 cloning vectors, transformation rotavirus genes 1919. 
plasmid pBR322, cloning vectors, xylose isomerase, xylulokinase genes 
transformation, Escherichia coli 1749. 
plasmid pBR322, containing col1|b, inhibition phage T7 DNA biosynthesis 1846. 
plasmid pBR322, DNA, bleomycin A2 clastogenesis, cis-platinum diamminodichloride 
effects on 3750. 
plasmid pBR322, DNA, double-stranded, N-methylpyrrole pentapeptide+EDTA+ iron 
cleavage specificity 3012. 
plasmid pBR322, DNA, homology, detection, Escherichia coli 6809. 
plasmid pBR322, DNA repair, 2-acetylaminofluorene, derivatives chemical 
modification, role endodeoxyribonuclease Uvr, Escherichia coli 3914. 
plasmid pBR322, DNA secondary structure, riboflavin, U.V. radiation effects on, 
Escherichia coli 5861. " 
plasmid pBR322 DNA separation chromosomes DNA, methodology, bacteria 930. 
plasmid pBR322 DNA, superhelix, intercalating agents interaction, light 
scattering 4465. Fim 
plasmid pBR322, DNA transformation, chloroplasts, chromosomes, Nicotiana tabacum 
2563 


plasmid pBR322, DNA, transformation, Yersinia enterocolitica, 
restriction-modification 6808. 

plasmid pBR322, DNA, Z-form conformation, salinity effects on 2435. 

plasmid pBR322, doxorubicin interaction, fluorescent probes 5382. 

plasmid pBR322, endo-1,3-8-D-xylanase, exo-1,4-8-D-xylosidase genes, 
transformation, Bacillus pumilus 2678. : 

plasmid pBR322, enlargement, recombination, restriction endonuclease mapping 
5996. 

plasmid pBR322, Escherichia coli, use, site-directed mutagenesis Ti plasmid, 
Agrobacterium tumefaciens 1238. é : ; ; 

plasmid pBR322, Escherichia coli, use transformation Thiobacillus ferrooxidans 
plasmids 1916. . ; ; an ¢ , 

plasmid pBR322, ethidium bromide effects on cis-platinum diamminodichloride 
binding DNA, Escherichia coli 262. c Fece : 

plasmid pBR322, genes rearrangement, tetracycline antibiotic resistance tetR 
gene, gene expression, Escherichia coli 5076. 

plasmid pBR322, helix structure, pH 6025. ; en 

plasmid pBR322, linear formation closed circular, transformation, Escherichia 
coli 4695. : 

plasmid pBR322, malolactic fermentation genes transformation, Lactobacillus 
delbrueckii 2556. f ; ; 

plasmid pBR322, microinjection, stimulation DNA biosynthesis, cell lines 2588. 

plasmid pBR322, monomers, recombinants formation, endodeoxyribonuclease RecF 
activity, Escherichia coli 7612. : 

plasmid pBR322, +papilloma virus (bovine) +vv2 gene, cloning vectors construction 


Jasmid pBR322, +phage Mu DNA, transduction 1912. 
nepal PBRa22 Chane V6 DNA, DNA biosynthesis, degradation, phage 14 infection 


effects on, Escherichia coli 1907. 
plasmid pBR322 phage T4 DNA, recombination phage T4 infection Escherichia coli 
1908 


plasmid pBR322, plasmid pACYC184 recombination, role DNA, nucleotide sequence, 


Escherichia coli 7294. ; 
plasmid pBR322™ plasmid pDU1 hybrids, Anabaena, Escherichia coli host systems 
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plasmid pBR322, plasmid p82-6B, DNA, restriction fragment length polymorphism, 
electrophoresis mobility anomaly 2306. 

plasmid pBR322, polyethylene glycol effects on transformation, calcium chloride 
pretreatment, Escherichia coli 4717. 

plasmid pBR322, ribulosebisphosphate carboxylase gones transformation, 
Rhodopseudomonas sphaeroides 2568. 

plasmid pBR322, RNA polymerase association tet promoter, characterization 3406 

plasmid pBR322 stability, chemostats, host systems, Escherichia coli 4764 

plas pBR322, tetracycline antibiotic resistance genes, nucleotide sequence 

plasmid pBR322, tetracycline antibiotic resistance, tetA gene, transposon Tn10, 
Escherichia coli 5324. 

eveeti PpBR322, transformation aminobenzoate synthetase genes, Escherichia coli 

pose pBR322, transformation, capsid protein genes, rotavirus (simian) SA11 

plasmid pBR322, transformation Corynebacterium diphtheriae toxins genes 1948. 

plasmid pBR322, transformation DNA Bordetella pertussis 2555. 

plasmid pBR322, transformation leucine genes, ARS site, Candida maltosa 2569 

plasmid pBR322, use, transformation thymidine kinase genes, gene expression 1202 

plasmid pBR325 DNA, liposomes, protoplast fusion, Daucus carota 6817. 

piesa PBR325, poly(dA-dT) recombinants, RNA biosynthesis, Escherichia coli 

plasmid pBR325, ribulosebisphosphate carboxylase genes transformation, 
Rhodospirillum rubrum 2675. 

plasmid pBR325 transformation, Thiobacillus ferrooxidans DNA replication origin, 
Escherichia coli expression 3978. 

plasmid pBT 42-1 cloning vectors, 5-endotoxin gene transfer, Bacillus 
thuringiensis 518, 

layed pCa8 DNA transcription, Glycine max RNA polymerase II levels effects on 

plasmid pCED6, use gene fusion, promoters, Bacillus subtilis 3367. 

plasmid pCE1, transposon Mu, nitrogen fixation nif gene transposition, 
Enterobacter cloacae 2584. 

meee pCG86, transposon Tn3 insertion nucleotide sequence, Escherichia coli 

plasmid pACM, phages immunity incompatibility, Escherichia coli 6700. 

plasmid pCM4000 containing deletion fragments, use analysis DNA transformation 
region, cytomegalovirus (human) 1079. 

plasmid pCM9539, replication origin, nucleotide sequence, Escherichia coli 5219. 

plasmid pCP1, comparison plasmid pCP2, hybridization analysis, clindamycin 
antibiotic resistance, Bacteroides 7252. 

plasmid pC194, replication, association phage M13 transduction, Escherichia coli 
2534. 

plasmid pDA0307, lactose genes transformation, host systems Streptococcus lactis 
2559. 

plasmid pDH5060, clone banks, construction, transformation, Bacillus subtilis, 
Escherichia coli 2582. 

plasmid pDH5060, stability, Escherichia coli transformation Bacillus subtilis 
2653. 

plasmid pDPT275, plasmid pBR322, DNA breaks, 
4'-(9-acridinylamino)methanesulfon-m-anisidide + copper induction 5129. 

plasmid pEX1-3 cloning vectors construction, liver proteins specificity, bacteria 
6145. 

plasmid pE6, gyrA gene transformation, gene expression, Bacillus subtilis 6803. 

plasmid pFTB91, cloning vectors construction, DNA recombination, host systems, 
Bacillus subtilis 2637. 

plasmid pFYM2, plasmid pFYM225, transformation, integration, gene expression, 
Schizosaccharomyces pombe 3320. 

plasmid pGC9114 containing transposon Tn951 B-D-galactosidase genes, 

Censpositon host systems Xanthomonas campestris 2583. 

plasmid pGR71, chloramphenicol resistance gene regulation, Bacillus subtilis 
promoters 499. 

plasmid pHG, tetrahydrofolate dehydrogenase genes transformation, induction 
methotrexate resistance, Drosophila 2580. 

plasmid pHly185, hemolysins, Escherichia coli 6619. 

plasmid BHAGAT, restriction endonuclease mapping, use, exodeoxyribonuclease 
Bal31, methodology 3821. 

plasmid pHU011, abi gene, col gene, imm gene restriction endonuclease mapping 
5227. 

plasmid pHV33, phage M13 recombination, Escherichia coli 6143. 

plasmid pHV33, phage M13 recombination, role rec gene, Escherichia coli 2631. 

plasmid pHV33 transfer, protoplast fusion, Escherichia coli, Bacillus subtilis 
host systems 2601. 

plasmid pIB1, outer membranes proteins, transduction, gene expression, Yersinia 
pseudotuberculosis 2672. 

plasmid pIG7, naphthalene metabolism genes, cloning, Pseudomonas putida 522. 

plasmid plJ1008, conjugation, gene expression, Rhizobium meliloti, Rhizobium 
leguminosarum 3305. = 

plasmid plJ101, Streptomyces lividans, +Escherichia coli plasmid pSAS1206, 
Cloning vectors construction 4064. 

plasmid plJ41, transformation aminobenzoate synthetase genes, Streptomyces 
lividans 2685. 

plasmid pINIl, cloning vectors, characterization, Escherichia coli envZ gene, 
gene expression 1935. 

plasmid pIP1031, antibiotic resistance genes, conjugation, gene expression 6874. 

plasmid plRbke8, DNA supercoiling, inverted repeat, cruciform structure, kinetics 
1060. 

plasmid pIRL19, cloning vectors construction, antibiotic resistance plasmids, DNA 
probes 2646. : ¥ 

plasmid pIRL2, kanamycin antibiotic resistance cloning vectors, construction 
1256. 

plasmid pl258, +phage 11, cosmids, transduction, Staphylococcus aureus, 
genetic analysis 3960. 

plasmid pJB5ul, plasmid pBR1AN, gene transfer, symbiosis, mutants, Rhizobium 
trifolii, Rhizobium leguminosarum, Rhizobium meliloti 1209. 

plasmid pJDB219, plasmid Yip5, high frequency transformation, Saccharomyces 
cerevisiae 3989. 

plasmid pJH1, aminoglycoside 3'-phosphotransterase genes, nucleotide sequence, 
Streptococcus faecalis 1041. 

plasmid pJK3, conjugation, bacteriocins resistance, Streptococcus faecium 1900 

plasmid pJM1, ColV-K30, iron transport, loci, hybridization analysis, homology 
1776. 

plasmid pJR3A, ribonuclease E role, rRNA 5S processing, Escherichia coli 
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plasmid pJR3A, transformation, rRNA 5S gene expression, incorporation 
ribosomes, Escherichia coli 3993 
plasmid pJS204, hemolysins, Escherichia coli 6619. 
plasmid pKC1, cloning vectors, construction, characterization, Bacillus subtilis 
4056. 
plasmid pKC30 cloning vectors, construction, use DNA repair genes cloning 1192. 
plasmid pKC30, phage d O gene transformation 695. 
plasmid pKC30, use cloning vectors 1246. 
plasmid pKL6, transformation B-D-galactosidase genes, Escherichia coli 2692. 
plasmid pKM 101 effects on, DNA repair, cis-platinum-diamminodichloride 
mutagenesis, comparison SOS repair, Escherichia coli 1126. 
plasrnid IKMR, physicochemical properties, antibiotic resistance, Escherichia 
coli, Shigella sonnei 3112. 
plasmid pKM101 effects on mutagenesis specificity, U.V. radiation, Escherichia 
coli 1826. 
plasmid pKY159, Escherichia coli , adenosinetriphosphatase promoters, nucleotide 
sequence, Escherichia coli 5312. 
plasmid pLB1, endodeoxyribonuclease EcoRV, methylase genes, nucleotide sequence, 
Escherichia coli 7409. 
plasmid pLC36-19, catalase genes, restriction endonuclease mapping, Escherichia 
coli 4493. 
plasmid pLES2, cloning vectors construction, characterization, host systems 
Escherichia coli, Neisseria gonorrhoeae 2635. 
plasmid pLG4 containing arg4 gene, transformation yeasts 2558. 
plasmid pLZ64, transformation lactose metabolism, 6-phospho-B-D-galactosidase 
genes, Lactobacillus casei 3996. 
plasmid pMA91 use, gene amplification, proteins identification, transposon Ty, 
yeasts 7550. s . 
plasmid pMB1, DNA biosynthesis regulation, role RNA interaction primers 
precursors 2449. 
plasmid pMBS, stability, association exodeoxyribonuclease |, exodeoxyribonuclease 
Ill, exodeoxyribonuclease V, Escherichia coli 2706. 
plasmid pMCT-1, cDNA, intracisternal A particle, long terminal repeat, 
association colon, tumors, mice 2417. 
plasmid pMC7105 repeated sequence role, integration, excision, Pseudomonas 
syringae phaseolicola 3240. 
plasmid pMG110 elimination, novobiocin, role DNA gyrase, Escherichia coli 4125. 
plasmid pML-1, +BK virus, cloning vectors construction 6848. 
plasmid pML31, replication origin, localization 3819. 
plasmid pMP10, transformation, DNA methylase Dpnil genes, endodeoxyribonuclease 
Dpni, endodeoxyribonuclease Dpnil, Streptococcus pneumoniae 4701 
plasmid pMrSalB, transformation site selection, RNA genes integration, mammalian 
cells, mice 3318. 
plasmid pMU223, +phage X, cloning vectors construction, lactose operon+aroF 
gene fusion 2633. 
plasmid PNF2000, RAD2 gene, isolation, hybridization analysis, Saccharomyces 
cerevisiae 2416. 
plasmid pNG10, restriction endonuclease mapping, comparison plasmid pVe445 6630. 
plasmid pNG 18, restriction endonuclease mapping, comparison plasmid pVe445 6630. 
plasmid pNP40, phage c2 resistance, nisin antibiotic resistance, transformation, 
gene expression, Streptococcus lactis diacetylactis 1902. 
plasmid pNS1, transformation, plasmid pNS1981, tetracycline resistance, Bacillus 
subtilis 6621. 
plasmid pNS1981, tetracycline resistance, Bacillus subtilis 6621. 
plasmid pOAD2, 6-aminohexanoate-cyclic-dimer hydrolase, 
6-aminohexanoate-linear-oligomer hydrolase genes, restriction endonuclease 
mapping, cloning, Flavobacterium 1200. 
plasmid pOAD2, 6-aminohexanoate-cyclic-dimer hydrolase nylA gene, gene mapping, 
hybridization analysis, Flavobacterium 3783. 
plasmid pOA11, characterization, actinomycetes 5233. 
plasmid pOA15, characterization, actinomycetes 5233. 
plasmid pOA23, characterization, actinomycetes 5233. 
plasmid pOA29, characterization, actinomycetes 5233. 
plasmid pOA30, characterization, actinomycetes 5233. 
plasmid pOA7, characterization, actinomycetes 5233. 
plasmid pOC42, DNA biosynthesis, methylation effects on, cell-free system 6092. 
plasmid pOH30221, citric acid transport, cloning, gene expression, gene mapping, 
Escherichia coli 7600. 
plasmid pOH3035, citric acid utilization, restriction endonuclease mapping, 
Escherichia coli 1007. 
plasmid pONS300 stability, Escherichia coli transformation 4043. 
plasmid pPL1017, phage SP02 mediation transduction, Bacillus subtilis, Bacillus 
amyloliquefaciens 7545. 
plasmid pPL608, recA gene transformation, gene expression, Escherichia coli 2679. 
plasmid pRC19, RNA polymerase rpoB gene, transversion mutation association 
rifampicin antibiotic resistance, Escherichia coli 7618. 
plasmid pRC3, transformation leucine genes, ARS site, Candida maltosa 2569. 
plasmid pRD1 cloning vectors, nitrogen fixation nif gene transformation, 
Enterobacter cloacae 535. 
plasmid pRD1 Escherichia coli, transformation Pseudomonas syringae, - 
characterization 1207. 
plasmid pRiA4b restriction endonuclease mapping, relationship virulence, 
Agrobacterium tumefaciens 1766. 
Bese PRI1855, effects on plasmid pTiAchS transfer, plant cells, Agrobacterium 
plasmid pRi1855, restriction endonuclease mapping, hairy root neoplasia 
induction, Agrobacterium rhizogenes 6618. 
plasmid pRi8196, Ti plasmid sequence homology, Agrobacterium 6631. 
Plasmid pRi8196, virulence, restriction endonuclease mapping, Agrobacterium 
rhizogenes 6622. 
ere aes DNA biosynthesis, pir gene proteins regulation, mutation effects 
on hi 
plasmid pRlo2037a, gene transfer Agrobacterium tumefaciens, characterization, 
Rhizobium loti 530. 
plasmid pRL1JI, nodulation nod gene, nitrogen fixation nif gene, transduction, 
Rhizobium leguminosarum 2545. 
een pRP4+phage Mu, containing transposon Tn7, use mutagenesis, Rhizobium 
plasmid pRP1.2+phage Mu, cosmids cloning vectors construction 2656. 
plasmid pRPS404 mutagenesis, photosynthesis genes, transposon Tn5.7, 
Rhodopseudomonas capsulata 6835. 
plasmid pRR983, drug resistance genes, gene amplification, recombination sites, 
role flanking regions 296. 
plasmid pRSF2124, +phage Mu DNA, transduction 1912. 
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plasmid pRSF2124, stability, association exodeoxyribonuclease |, 
exodeoxyribonuclease III, exodeoxyribonuclease V, Escnenichia coli 2706. 

plasmid pRSP20, glutamate synthase (NADPH) genes, organization, transcription 
orientation, Escherichia coli 5301 

plasmid pRtr514a, cloning vectors, host range, Rhizobium leguminosarum trifolii 
4042. 

plasmid pSa, DNA biosynthesis origin nucleotide sequence, comparison plasmid R6K 
5922. 

plasmid pSAP21, f-lactamase genes, transformation, host systems, Bacillus 
comparison Escherichia coli 4075. ; 

plasmid pSAS1206, Escherichia coli, +Streptomyces lividans plasmid plJ101, 
Cloning vectors construction 4064. , 

plasmid pSAS1206, gene mapping, use cloning vectors, Escherichia coli 5474. 

plasmid pSC101 binding DNA outer membranes, Escherichia coli 2384. 

plasmid pSC101, cloning vectors, cosmids, construction, characterization 4062. 

plasmid pSC101, deletion mutant, nucleotide sequence, Escherichia coli 7368. 

plasmid pSC101, plasmid pHS1, copy number control, DNA biosynthesis, role rep101 
gene products 6695. yb ; 

plasmid pSC101, replication origin, DNA proteins interaction, Escherichia coli 
4181. 

plasmid pSC101, replication, transposon Tn1000 insertion effects on 1635. 

plasmid pSG1, plasmid pSG2, association streptomycin biosynthesis, isolation, 
characterization, Streptomyces griseus 4424. 

plasmid pSJ1, restriction endonuclease mapping, Staphylococcus aureus 5208. 

plasmid pSJ24, restriction endonuclease mapping, Staphylococcus aureus 5208. 

plasmid pSLA2, 5'-terminus, inverted repeat, nucleotide sequence, Streptomyces 
rochei 5205. uae 

plasmid pSL1 comparison plasmid pSL2, repeated sequence, homology association 
recombination, Streptomyces lavendulae 2362. 

plasmid pSN, transformation sucrose fermentation, nisin biosynthesis, 
Streptococcus lactis 2561. 

plasmid pSR23, antigen K1 genes, gene mapping, Escherichia coli 2360. _ 

plasmid pSU233, insertion sequence |S91, restriction endonuclease mapping, 
Escherichia coli 5198. 

plasmid pSU316, replication, maintenance genes 7577. 

plasmid pSU316, restriction endonuclease mapping, hemolysis, Escherichia coli 
6629. 

plasmid pSV2, Escherichia coli, cells transformation, man, U.V. radiation effects 
on 5441 

plasmid pSV2gpt, hepatitis B core antigen genes transformation, expression, man 
1947. 


plasmid pSV2gpt transformed cells, CHO cells, xanthine phosphoribosyltransferase 
gene expression, deletion mutant detection 7167. 

plasmid pSV2330 cloning vectors, neuraminidase genes transformation, influenza A 
virus 1952. 

plasmid pSX267 Staphylococcus xylosus, plasmid pl258 Staphylococcus aureus, 
nucleotide sequence homology 3131. 

plasmid pSym, nifD gene, nifH gene, tet gene, transposition, gene expression 
6151. 

plasmid pSym, transformation, nodulation gene expression, gene mapping, Rhizobium 
meliloti 1951. 

plasmid pSym, transposons mutagenesis, methodology, Rhizobium meliloti 4030. 

plasmid pTAR, stability, replication, Agrobacterium tumefaciens 3071. 

plasmid pTA4001, restriction endonuclease mapping, gene mapping, cloning vectors, 
Streptomyces lavendulae 4506. 

plasmid pTB19, antibiotic resistance, DNA biosynthesis determinants, Bacillus 
subtilis, Bacillus stearothermophilus 5338. 

plasmid pTB913, kanamycin nucleotidytansferase genes, nucleotide sequence, 
Bacillus subtilis, Bacillus stearothermophilus 7377. 

plasmid pTf1, transformation, association, mining, Thiobacillus 6800. 

plasmid pTiAch6S, transfer plant cells, plasmid pTiC58, plasmid pRi1855, plasmid 
pTiAgS7 effects on, Agrobacterium 3974. 

eco PTiAg57, effects on plasmid pTiAchS transfer, plant cells, Agrobacterium 

plasmid pTiA6, oncogenes, restriction endonuclease mapping, hybridization 
analysis, comparison plamid pTiAg63, Agrobacterium tumefaciens 7391. 

plasmid pTiA66, insertion, nucleotide sequence, association Ti plasmid, 
Agrobacterium tumefaciens 6615. 

cas pTiC58, effects on plasmid pTiAchS transfer, plant cells, Agrobacterium 

plasmid pTp 6-10, restriction endonuclease mapping, Escherichia coli 1253. 

plasmid pTP-4, chloramphenicol antibiotic resistance, restriction endonuclease 
mapping 5329. 

plasmid pTP11 cloning vectors, construction, Bacillus subtilis 4760. 

plasmid pTrS3, cloning vectors, construction, man B-interferon gene 
expression, Escherichia coli 1936. 

plasmid pTW602, a bie mini-Rts1, nucleotide sequence, Escherichia coli 3769. 

Plasmid pTZ22 transfer, protoplast fusion, Escherichia coli, Bacillus subtilis 


2604. 
plasmid pUB110, cloning vectors, transformation protoplasts Clostridium 
acetobutylicum 7584. 


plasmid pUB110, monomers, dimers, recombination, transformation, Bacillus 
subtilis 6807. 

plasmid pUB110, Staphylococcus aureus, kanamycin nucleotidytansferase genes, 
nucleotide sequence, comparison plasmid pTB913 7377. 

plasmid pUC303 cloning vectors, chloramphenicol, streptomycin antibiotic 
resistance, genetic markers, Anacystis nidulans 6847. 

plasmid pUC7, DNA palindromes, cruciform structure excision, kinetics association 
ae 1691. 

Plasmid pUH24, use cloning, Anacystis nidulans, nitrate reductase genes, 
association nitrate assimilation 6135. 

plasmid pUN121, cloning vectors construction, site-directed mutagenesis 1934. 

plasmid pUO1, Moraxella, conjugation Pseudomonas, deletion mutant, 
characterization, restriction endonuclease mapping 2379. 

plasmid pUO1, restriction endonuclease mapping, association haloacetate 
dehalogenase loci, Moraxella 3784. 

plasmid pUR, lacZ gene 3’-terminus, endodeoxyribonuclease cloning sites 
insertion, clones identification 6144. 

plasmid pVA856, cloning vectors construction, use Escherichia coli, Streptococcus 
ite hata Bee Spel 2642. me 

plasmid p , festriction endonuclease mapping, comparison plasmid pN' 
plasmid pNG10 6630. pie - é alos 

plasmid pVS1, gene mapping, Pseudomonas 7274. 

plasmid pV69, cloning vectors, papilloma virus (bovine) + plasmid pBR322+w2 gene, 
construction, use transformation mammalia cell lines 4054. 
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plasmid pWP 14a, gentamicin 3-acetyltransterase 
expression, role insertion sequence 140 5238 

Plasmid pWP7b, gentamicin 3-acetyltransferase genes, nucleotide sequence, gene 
expression, role insertion sequence 140 5238. > 

plasmid pWV01, cloning vectors, construction, Bacillus subtilis, Escherichia 
coli, Streptococcus lactis host systems 7582. 

plasmid pYsup1-1, sup1 gene transduction, identification, Saccharomyces 
cerevisiae 7543, 

plasmid P1, copy number control, nucleotide sequence, structure, phage P1 6563. 

Poop p5V2-gpt, genetic markers, transformation RNA genes, Epstein-Barr virus 


genes, nucleotide sequence, gene 


ane: gene regulation, korA gene role, korC gene expression, Escherichia 

i i 

plasmid R1162, incompatibility genes: nucleotide sequence, characterization 4536. 

plasmid R46, role, DNA repair, Escherichia coli 5353. 

Plasmid R6R, DNA, replication initiation protein binding sites 1390. 

plasmid SCP2, transformation, interspecific recombination, Streptomyces 
coelicolor, Streptomyces olivaceus 1201. 

plasmid T181 nucleotide sequence, tetracycline resistance, replication, 
Staphylococcus aureus 6617. 

plasmid XP-7, DNA biosynthesis, adenovirus (human) replication origin, 
transfection 1186. 

plasmid YRp7, transformation DNA Saccharomyces cerevisiae 1914. 

ene 2, maintenance, role STB locus+proteins, Saccharomyces cerevisiae 

plasmid 2, use, gene mapping, actin genes, chromosome 6, Saccharomyces 
cerevisiae 4552. 

plasmide pGC91.14 cloning vectors, transposon Tn951, use, lactose operon, 
Zymomonas mobilis 551, 

plasmids pRB1.2, integration, phage Mu, cloning vectors construction 4754. 

plasmids pRM+phage Mu, cosmids cloning vectors construction 2655. 

potato spindle tuber viroid cDNA containing, infectivity 1191. 

Sipsscg ae y radiation, bacteria 6522. 

pUC-8 plasmid, cloning vectors, Z-form DNA identification, Escherichia coli 1593. 

purification methodology, electron microscopy, Rhizobium meliloti 3704. 
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activity 6711. 

hepatoma, N-nitrosodiethylamine induction, c-Ha-ras gene, c-Ki-ras gene, N-ras 
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5872. 

N-nitrosodiethylamine, dibenzyinitrosamine, DNA single strands breaks, organs 
specificity 5870. 

N-nitrosodimethylamine assays, use 7-methylguanine 4236. 
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pituitary, 5'-terminus pro-opiomelanocortin mRNA, nucleotide sequence 7088. 

pituitary, gene expression, somatotropin, prolactin, role ADP-ribosylation, 
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stomach, lung, liver, DNA, trans-4-acetylaminostilbene metabolites binding 5845. 

styrene genotoxicity, DNA repair damage, hepatocytes 7480. 

SV40 DNA, restriction endonuclease mapping, integration, cell lines 7222. 

synaptosomes, ethanol effects on RNA biosynthesis 7158. 
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